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Example report · not a test result

Product name as received

BPC-157 10 mg client-supplied

Tested for Example client (name chosen by the client)

Analyte tested for BPC-157 C62H98N16O22 monoisotopic 1418.7042 Da

Ordered

2026-09-12

Received

2026-09-14

Tested

2026-09-15 to 2026-09-17

Issued

2026-09-25
Scan for live status, or 

check at
hkanalytical.com/verify

Client relationship · part of the signed record

No link to HK Analytical. The client who ordered this test has no ownership, staff, funding, family or commercial link to HK 
Analytical, other than paying for this test. Basis: Client declaration on the order form, checked against the conflict-of-interest 
register. Declared on 2026-09-12; checked by Example approver, Quality manager.

Identity

BPC-157
Identity level L3

Conforms

label claim client-supplied

Purity

99.0 % area
U ± 0.3 (k = 2)

Conforms

client spec

Net content

10.34 mg/vial
103.4 % of label claim 

client-supplied

Reported

no specification

Endotoxin

0.096 EU/mg
1.00 EU/vial

Reported

no specification

Sterility

Not tested

Counter-ion

TFA 11.8 % w/w
Acetate < 0.5 % w/w

Reported

no specification

Metals

Pb 0.031 µg/vial
As, Cd, Hg below LOQ

Reported

no specification

Test and method Result Specification Conclusion Data

Identity (LC-MS)
EX-M-002 v1

Consistent with BPC-157 (L3) = BPC-157
label claim (client-supplied)

Conforms p. 3

Purity (RP-HPLC-UV, 214 nm)
EX-M-001 v1

99.0 ± 0.3 % area (k = 2) ≥ 98.0 % area
client specification

Conforms p. 5

Net peptide content (free 

base)
EX-M-003 v1

10.34 ± 0.41 mg/vial (k = 2), 103.4 % of label claim
client-supplied

None applied Reported p. 7

Bacterial endotoxins (kinetic 

chromogenic LAL)
EX-M-010 v1

0.50 EU/mL (U not estimated for this method)
1.00 EU/vial (U not stated: calculated from values without U)
0.096 EU/mg (U not stated: calculated from values without U)

None applied Reported p. 8

Sterility (USP <71>, 14 days) Not tested Not tested

Counter-ions (TFA, acetate, 

chloride)
EX-M-020 v1

TFA 11.8 ± 1.2 % w/w (k = 2); Acetate < 0.5 % w/w (below LOQ) None applied Reported p. 9

Elemental impurities (ICP-

MS)
EX-M-030 v1

As < 0.020 µg/vial (below LOQ); Cd < 0.010 µg/vial (below 
LOQ); Hg < 0.020 µg/vial (below LOQ); Pb 0.031 ± 0.008 µg/vial 
(k = 2)

None applied Reported p. 9

What we received observed by HK on receipt

Received 2 vials, 2026-09-14 10:02 UTC
Container 2 mL clear glass vial, grey rubber stopper, aluminium 

crimp with flip-off cap
Cap and crimp blue cap, silver crimp
Contents Lyophilised cake. White lyophilised cake, intact.
Lot on container EX-BPC-2609

Seal Intact

What the client told us client-supplied

Product name BPC-157 10 mg
Label claim 10 mg per vial
Lot EX-BPC-2609

Vendor Example client
Manufacturer Not provided by the client

2 lab photos taken on receipt, fingerprints on page 2 (example: generated fingerprints, no image files).

Read this first

1 Results apply only to the 2 vials we received. They do not prove that other vials or batches are the same.
2 Net content is mg of BPC-157 free base per vial, measured against reference standard lot EX-RS-BPC157-01.
3 Purity is the share of UV signal at 214 nm that comes from BPC-157. It does not measure water, salts, microbes or endotoxin.
4 No official endotoxin limit exists for a research peptide without a labelled dose. We report the number; we do not call it safe.
5 Sterility was not tested. This report says nothing about live microbes.

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
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Example report · not a test result

Sample, custody and vial allocation Sample ID S-260914-9001

Observed by HK on receipt
Units received 2 vials
Received 2026-09-14 10:02 UTC, by Example sample 

clerk
Package Padded envelope, intact. Vials in a sealed 

zip bag.
Container 2 mL clear glass vial, grey rubber stopper, 

aluminium crimp with flip-off cap
Cap colour blue
Crimp colour silver
Fill state Lyophilised cake
Appearance White lyophilised cake, intact
Label text as read BPC-157 10mg | Lot EX-BPC-2609 | For 

research use only
Lot on container EX-BPC-2609

Seal intact Yes
Temperature on arrival 21 °C
Storage before analysis -20 °C, dark
Receipt deviations None recorded

Supplied by the client (not verified by HK) 
client-supplied

Product name BPC-157 10 mg
Label claim 10 mg per vial
Lot EX-BPC-2609

Vendor Example client
Manufacturer Not provided by the client
Claimed sequence Not provided by the client
Expiry Not provided by the client
Other label text Not provided by the client

Photos taken by HK on receipt
Photo Caption and file Taken SHA-256 (first 16)

Photo 1 of 2

All units
Both vials on receipt with lab labels S-260914-9001-V1 and -V2
S-260914-9001_receipt_all_units.jpg

2026-09-14 10:14:02 UTC
Example sample clerk

d06f cf5d 4968 2e30

Photo 2 of 2

Cap and crimp
Vial 1: printed label, blue flip-off cap, silver crimp, fill level
S-260914-9001_V1_label_and_cap.jpg

2026-09-14 10:15:30 UTC
Example sample clerk

741c e9ad 277c 6407

Example: these fingerprints were generated for the example; no photo files exist.

Vial allocation
Vial Lab label Used for tests After testing

1 S-260914-9001-V1 T1, T2, T3 Consumed

2 S-260914-9001-V2 T3, T4, T5, T6 Consumed

Chain of custody
Time Event By Location Vials Detail

2026-09-14 10:02 UTC Received Example sample clerk Sample reception 1, 2
Tracking number checked 
against the order.

2026-09-14 10:14:02 
UTC

Photographed Example sample clerk Sample reception 1, 2

2026-09-14 10:20 UTC Stored Example sample clerk Freezer EX-FRZ-1, -20 °C 1, 2

2026-09-15 07:50 
UTC

Reconstituted Example analyst A HPLC lab 1 Whole vial in 2.000 mL diluent

2026-09-15 07:55 UTC Reconstituted Example analyst A HPLC lab 2
Whole vial in 2.000 mL LAL 
reagent water; aliquots for T3-T6

2026-09-17 10:30 UTC Disposed Example analyst A HPLC lab 1, 2
Solutions used up or discarded 
after review

Sampling. HK Analytical did not take the sample. Results apply to the sample as received.

Retention. No sample retained (all vials were used).

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
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Example report · not a test result

Identity (LC-MS) T1 EX-M-002 v1

Consistent with BPC-157 · identity level L3 Conforms

Method EX-M-002 v1 Peptide identity by LC-HRMS
Technique RP-UHPLC-ESI-QTOF, positive mode
Validation Validated (ICH Q2(R2)), report EX-VAL-002
Accreditation Not accredited
Performed In house, site example-site

Analysts Example analyst B
Technical review Example reviewer
Started 2026-09-15 12:40 UTC
Completed 2026-09-15 15:10 UTC
Vials 1
Instruments INS-EX-HRMS1 LC-QTOF mass spectrometer

Raw data files: F6 S-260914-9001-V1_LCMS_INJ-01.mzML SHA-256 b3b1 f4bf 0e9b 52e0

Mass spectrometry
Analyser Q-TOF, resolving power 40000 at m/z 1222 ESI+ scan m/z 300–2000
Mass calibration Calibrant mix, 2026-09-15 08:30 UTC; lock mass m/z 922.0098
Deconvolution Example data system 0.0, Isotope-resolved charge deconvolution output monoisotopic

Liquid chromatography
Column C18 peptide column, C18, wide pore, 150 × 2.1 mm, 1.7 µm, 300 Å serial or lot EX-COL-0102
Mobile phase A 0.1 % formic acid in water
Mobile phase B 0.1 % formic acid in acetonitrile
Gradient (min, % B) 0.0 min 5 % · 12.0 min 45 % · 12.5 min 95 % · 14.0 min 95 % · 14.1 min 5 % · 16.0 min 5 %
Flow, temperature 0.30 mL/min; column 60 °C; autosampler 8 °C
Injection, run time 1.0 µL; 16.0 min
Detection ESI-QTOF, full scan m/z 300-2000
Sample preparation Aliquot of the vial 1 solution (T2) diluted 1:50 in 0.1 % formic acid. Diluent: 0.1 % formic acid in water. Dilution factor 

50.

Mass spectrum SP-1 ms1, centroid, RT 9.55–9.68 min
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Centroids exactly as exported. Black ticks on the axis: expected m/z of each matched ion, calculated from the formula. S-260914-9001-
V1_LCMS_INJ-01.mzML · SHA-256 b3b1 f4bf 0e9b 52e0…
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Isotope envelopes: violet sticks are observed centroids; the dashed line is the expected monoisotopic m/z.
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Example report · not a test result

Ions: expected vs observed

Ion Analyte z Expected m/z Observed m/z
Error 

(ppm)
Isotope fit

Rel. 

intensity

[M+2H]2+ BPC-157 2 710.3594 710.3606 1.7 0.97 100 %

[M+H]+ BPC-157 1 1419.7114 1419.7140 1.8
Not 

recorded
22 %

[M+3H]3+ BPC-157 3 473.9087 473.9095 1.7 0.95 31 %

Intact mass (deconvoluted) Basis Expected (Da) Observed (Da) Error

BPC-157 monoisotopic 1418.7042 1418.7067 1.8 ppm

Expected m/z calculated from the molecular formula with monoisotopic element masses and a proton mass of 1.007276 Da. BPC-157: C62H98N16O22, 
monoisotopic 1418.7042 Da (Published molecular formula of the free peptide (check against the reference standard certificate)).

Acceptance criteria (EX-VAL-002 section 4)

Criterion
Found (calculated from the 

table above)
Met

Mass error |ppm| ≤ 5.0 for every matched ion largest 1.8 ppm Met

At least 2 charge states 3 (z = 1, 2, 3) Met

Isotope fit ≥ 0.90 lowest 0.95 Met

Level reached: L3 (level ordered: L3). The level printed is the level the evidence reaches.

Related species

Observed mass 

(Da)

Mass 

difference 

(Da)

RT (min)
Relative 

abundance
Interpretation

1361.683 -57.021 9.29 0.7 % (uv area) See interpretation OP-1

Specification and conclusion
Specification = BPC-157
Source Label claim (client-supplied): Client label claim: BPC-157
Decision rule DR-ID-CRITERIA v1, qualitative criteria. Identity conforms when every acceptance criterion of the identity 

method is met for the specified analyte and no other screened candidate is detected.
Conclusion Conforms

Mass spectrometry shows the molecular mass. Forms with the same mass (for example D-amino-acid isomers) are not told 
apart by this test; chromatographic purity is reported separately.

Identity levels
Level Evidence HK use

L0 Retention time only Never reported as identity

L1 Retention time and UV spectrum Supporting only

L2 Intact mass at unit resolution, at least 2 charge states Minimum for “consistent with”

L3 Accurate mass with ppm error, isotope fit, at least 2 charge states HK standard

L4 L3 plus MS/MS fragments with sequence coverage Disputes, on request

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
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Example report · not a test result

Purity (RP-HPLC-UV, 214 nm) T2 EX-M-001 v1

99.0 ± 0.3 % area (k = 2) at 214 nm · reporting threshold 0.05 % Conforms

Method EX-M-001 v1 Peptide purity by RP-UHPLC-UV
Technique RP-UHPLC-UV, 214 nm, area normalisation
Validation Validated (ICH Q2(R2)), report EX-VAL-001
Accreditation Not accredited
Performed In house, site example-site

Analysts Example analyst A
Technical review Example reviewer
Started 2026-09-15 08:05 UTC
Completed 2026-09-15 11:30 UTC
Vials 1
Instruments INS-EX-UHPLC1 UHPLC with diode-array detector

Raw data files: F1 S-260914-9001_BLANK_INJ-01.cdf SHA-256 3201 2751 0d82 a2f8 F2 S-260914-9001-V1_P1_INJ-02.cdf SHA-256 17c5 6ae1 
2c24 33db F3 S-260914-9001-V1_P1_INJ-03.cdf SHA-256 04e4 9bfd 8dc5 7ac6

Chromatogram, injection INJ-02
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DAD A, 214 nm (bw 4), ref off. Violet: sample S-260914-9001-V1 prep 1, acquired 2026-09-15 09:21:40 UTC, min–max decimated from 9601 to 1601 points, 
so every local maximum (each peak apex) is kept. Grey dashed: blank injection INJ-01. Shaded: integration window 2.00–14.00 min. Grey lines under the 
peaks: integration baselines exported by the data system. Numbers match the peak table. S-260914-9001-V1_P1_INJ-02.cdf · SHA-256 17c5 6ae1 
2c24 33db…

Peak table, injection INJ-02

#
RT 

(min)
RRT Start–end Area Area % Height Tailing Plates Res. S/N Assignment and use

1 1.120 0.114 1.000–1.320 16.5 0.00 2.74 1.33 783 20

Blank peak. Not counted: Also present 
in the blank (injection/solvent peak); 
outside the integration window

2 9.004 0.915 8.888–9.140 4.1 0.13 0.87 1.09 81629 55.25 6 Impurity

3 9.520 0.967 9.404–9.656 21.5 0.68 4.55 1.09 91253 4.10 34 Impurity (OP-1)

4 9.842 1.000 9.722–9.986 3129.8 99.01 630.60 1.10 88865 2.50 4671 Main peak

5 10.213 1.038 10.097–10.349 3.7 0.12 0.78 1.09 105022 2.88 6 Impurity

6 10.951 1.113 10.835–11.087 1.9 0.06 0.40 1.09 120748 5.87 3 Impurity

Replicate injections
Injection Sample in file Main peak area %

INJ-02 S-260914-9001-V1 prep 1 99.01

INJ-03 S-260914-9001-V1 prep 1 98.99

Reported 99.0 ± 0.3 % area (k = 2)

Impurities at or above the reporting threshold

RT (min) RRT Area %
Observed mass 

(Da)
Interpretation

9.004 0.915 0.13

9.520 0.967 0.69 1361.683 See interpretation OP-1

10.213 1.038 0.12

10.951 1.113 0.06

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
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Example report · not a test result

Largest single impurity: 0.69 % area at 9.520 min. Total impurities: 1.00 % area.

Integration parameters
Software, method Example data system 0.0 processing method EX-PEPTIDE-PURITY v1
Window, baseline 2.00–14.00 min; valley to valley
Detection settings slope sensitivity 1.0; peak width 0.04 min; area reject 0.5; height reject 0.10
Reporting threshold 0.05 %; blank subtraction no
Exclusion rule Peaks that also appear in the blank injection at the same retention time (+/- 0.05 min) are excluded. The void 

volume before 2.00 min is not integrated.
Manual integration No
Integration events None

System suitability (passed)
Parameter Applies to Measured Limit Met

Resolution BPC-157 and impurity at RRT 0.967 2.50 ≥ 1.5 Met

Tailing factor BPC-157 1.10 ≤ 1.8 Met

Repeatability rsd BPC-157 area, 5 standard injections 0.42 % ≤ 2.0 % Met

Signal to noise 0.05 % sensitivity solution 14 ≥ 10 Met

Blank interference Blank at BPC-157 RT
0.00 % 

area

≤ 0.05 % 
area

Met

Conditions
Column C18 peptide column, C18, wide pore, 150 × 2.1 mm, 1.7 µm, 300 Å serial or lot EX-COL-0101
Mobile phase A 0.1 % TFA in water
Mobile phase B 0.1 % TFA in acetonitrile
Gradient (min, % B) 0.0 min 5 % · 1.0 min 5 % · 13.0 min 45 % · 13.5 min 95 % · 14.5 min 95 % · 14.6 min 5 % · 16.0 min 5 %
Flow, temperature 0.30 mL/min; column 60 °C; autosampler 8 °C
Injection, run time 2.0 µL; 16.0 min
Detection DAD 214 nm (bandwidth 4 nm), reference off
Sample preparation Whole vial dissolved in 2.000 mL diluent (vial 1) or in 2.000 mL LAL reagent water (vial 2), then diluted 1:10 in diluent. 

Two injections per preparation. Diluent: Water/acetonitrile 90:10 with 0.1 % TFA. Reconstitution 2.000 mL. Dilution 
factor 10.0. Nominal 0.500 mg/mL.

Specification and conclusion
Specification ≥ 98.0 % area
Source Client specification: Client order O-7K2M9Q4D
Decision rule DR-SIMPLE v1, simple acceptance. Simple acceptance: the result conforms when the measured value is inside 

the limit. Uncertainty is not subtracted, so a value close to the limit carries up to about 50 % risk of a wrong 
decision.

Conclusion Conforms

Acceptance zones for purity area pct calculated

98.00 98.25 98.50 98.75 99.00 99.25 99.50

% area

Result 99.0 % area ± 0.3 (U, k = 2)
Lower limit 98.0
Guard band w = 0.0
Conforms at or above 98.0

 conforms  guard band (inconclusive)  does not conform  limit dot and whisker: result ± U

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
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Example report · not a test result

Net peptide content (free base) T3 EX-M-003 v1

10.34 ± 0.41 mg/vial (k = 2) (mean of 2 vials) · 103.4 % of label claim 

client-supplied  · BPC-157 free base
Reported, no specification applied

Method EX-M-003 v1 Peptide content per vial by RP-
UHPLC-UV, external standard

Technique RP-UHPLC-UV, 214 nm, 5-level external calibration
Validation Validated (ICH Q2(R2)), report EX-VAL-003
Accreditation Not accredited
Performed In house, site example-site

Analysts Example analyst A
Technical review Example reviewer
Started 2026-09-15 08:05 UTC
Completed 2026-09-15 11:30 UTC
Vials 1, 2
Instruments INS-EX-UHPLC1 UHPLC with diode-array detector

Raw data files: F9 S-260914-9001_CAL_BPC157.cdf SHA-256 253a 15d7 de0f a69a F2 S-260914-9001-V1_P1_INJ-02.cdf SHA-256 17c5 6ae1 
2c24 33db F3 S-260914-9001-V1_P1_INJ-03.cdf SHA-256 04e4 9bfd 8dc5 7ac6 F4 S-260914-9001-V2_P1_INJ-04.cdf SHA-256 1f85 c628 
1e16 791c F5 S-260914-9001-V2_P1_INJ-05.cdf SHA-256 9d05 4720 eb54 cde4

Free base: mg of the peptide itself, without counter-ions or water. The reference standard content is assigned as free base, so 
results are mg of BPC-157 free base per vial. Counter-ion (TFA) is reported separately in T5.

Reference standard
Standard BPC-157 reference standard

RS-EX-BPC157-01

Supplier, lot Example supplier, EX-CAT-157, lot EX-RS-
BPC157-01

Grade Secondary standard, qualified in house
Assigned content 86.4 % (free base), U 1.5 %; purity 99.6 %
Expiry 2027-06-01; qualification EX-QUAL-RS-157
Certificate F14 EX-RS-BPC157-01_certificate.pdf 

SHA-256 a207 de03 0386 02c4

Calibration model
Model linear, weighting none
Slope, intercept 6112.4, -3.1
R² 0.99997

Calibrated range 0.050–0.600 mg/mL
Check standard 0.2493 found, 0.250 nominal: 99.7 % (98.0-102.0 %), 

passed
Standard used RS-EX-BPC157-01
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Filled dots: calibration levels. Open circles: sample responses. Line: the lab’s fitted model over the 
calibrated range (shaded).

Level Conc. (mg/mL)
Response 

(mAU*s)

1 0.050 303.6

2 0.100 606.1

3 0.250 1526.6

4 0.400 2440.7

5 0.600 3665.1

Replicates

Vial Prep. Injection Response Measured conc.
Volume 

(mL)
Dilution mg per vial

1 1 INJ-02 3129.8 0.5125 mg/mL 2.000 10.0 10.25

1 1 INJ-03 3107.9 0.5090 mg/mL 2.000 10.0 10.18

2 1 INJ-04 3206.5 0.5251 mg/mL 2.000 10.0 10.50

2 1 INJ-05 3184.1 0.5214 mg/mL 2.000 10.0 10.43

Results
mg per vial Note

Vial 1 10.21 ± 0.41 mg/vial (k = 2) 2 injections

Vial 2 10.46 ± 0.42 mg/vial (k = 2) 2 injections

Mean 10.34 ± 0.41 mg/vial (k = 2) n = 2 vials, SD 0.18 mg, RSD 1.7 %

Label claim client-supplied 10 mg per vial 103.4 % of label claim client-supplied

Specification and conclusion
Specification None applied. The result is reported without a conformity statement.
Conclusion Reported, no specification applied

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
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Bacterial endotoxins (kinetic chromogenic LAL) T4 EX-M-010 v1

0.50 EU/mL · 1.00 EU/vial · 0.096 EU/mg Reported, no specification applied

Method EX-M-010 v1 Bacterial endotoxins, kinetic 
chromogenic LAL

Technique Kinetic chromogenic LAL, 405 nm
Validation Compendial method, verified in this lab, report EX-

VAL-010
Accreditation Not accredited
Compendial 
reference

USP <85>

Performed In house, site example-site

Analysts Example analyst B
Technical review Example reviewer
Started 2026-09-16 10:30 UTC
Completed 2026-09-16 12:05 UTC
Vials 2
Instruments INS-EX-READER1 Incubating microplate reader

Raw data files: F10 S-260914-9001-V2_LAL_plate.csv SHA-256 347e 04f3 8bca 5971

Reagent and sample
Reagent LAL, Kinetic chromogenic LAL reagent (Example 

reagent maker), lot EX-LAL-2608
Sensitivity 0.005 EU/mL; control standard lot EX-CSE-11
Vial Vial 2, reconstituted in 2.000 mL LAL reagent water
Test dilution 1:10; maximum valid dilution 1:200
MVD basis MVD for a reference limit of 1 EU/mg at 5 mg/mL 

and lambda 0.005 EU/mL; the test used 1:10.
LOQ 0.050 EU/mL (Lowest standard 0.005 EU/mL x 

dilution 10)

Standard curve
Endotoxin (EU/mL) Response (onset time s)

5.0 612

0.50 1218

0.050 2391

0.005 4702

|r| = 0.9994 slope -0.2934, intercept 3.4812

Replicates and controls
Result Note Control

Replicate 1 0.0512 EU/mL test solution

Replicate 2 0.0487 EU/mL test solution

Negative control < 0.005 EU/mL Passed

Positive product control 92 % recovery of 0.50 EU/mL limits 50–200 % Passed

Replicate CV 3.5 % limit 25 % Passed

Results
Result Value How it is calculated

Endotoxin per mL of the 
reconstituted vial

0.50 EU/mL (U not estimated for this method) calculated  mean test-solution result x dilution 10

Endotoxin per vial
1.00 EU/vial (U not stated: calculated from values 
without U)

calculated  EU/mL x 2.000 mL reconstitution 

volume

Endotoxin per mg of peptide
0.096 EU/mg (U not stated: calculated from 
values without U)

calculated  EU/vial / measured content of vial 2 

(T3)

Mass used for EU/mg: measured content of the same vial, 10.46 mg (test T3).

Specification and conclusion
Specification None applied. The result is reported without a conformity statement.
Conclusion Reported, no specification applied

Lab notes
• No official endotoxin limit exists for a research peptide without a labelled dose (USP <85> limit = K/M). No limit was requested, so 

none is applied.

USP limits are K/M and need a labelled dose. A research peptide has none, so any limit shown is client-chosen or an HK reference 
value with its basis stated.
Endotoxin is not a sterility test. It does not show whether live microbes are present.

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
Record SHA-256 f67a 4ee7 a8e6 316b… Not accredited HK-260925-1V5R1B-v1
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Example report · not a test result

Elemental impurities (ICP-MS) T6 EX-M-030 v1

As < 0.020 µg/vial (below LOQ); Cd < 0.010 µg/vial (below LOQ); Hg < 

0.020 µg/vial (below LOQ); Pb 0.031 ± 0.008 µg/vial (k = 2)
Reported, no specification applied

Method EX-M-030 v1 Elemental impurities by ICP-MS
Technique ICP-MS after closed-vessel acid digestion
Validation Compendial method, verified in this lab, report EX-

VAL-030
Accreditation Not accredited
Compendial 
reference

USP <233>

Performed Subcontracted to Example subcontract lab, Address 
not shown in this example their report EX-
SUB-4471. Accreditation not stated in this example

Analysts Example analyst B
Technical review Example reviewer
Started 2026-09-16 15:30 UTC
Completed 2026-09-17 10:10 UTC
Vials 2
Instruments INS-EX-BAL1 5-place analytical balance

Raw data files: F12 S-260914-9001-V2_ICPMS.csv SHA-256 ded2 44e7 47fc fc09

Elemental impurities

Element
ICH Q3D 

class
Result per vial Result per g (mass basis) LOQ

Parenteral PDE 

(µg/day)

As 1 < 0.020 µg/vial (below LOQ) 0.020 15 context

Cd 1 < 0.010 µg/vial (below LOQ) 0.010 2 context

Hg 1 < 0.020 µg/vial (below LOQ) 0.020 3 context

Pb 1 0.031 ± 0.008 µg/vial (k = 2) 2.5 µg/g (ppm) calculated 5 context

PDE: ICH Q3D permitted daily exposure for a parenteral medicine. Shown for context only; it is not a limit for a vial. Pb per g: µg/vial / gross powder 
mass 12.41 mg

Sample preparation
Basis solution aliquot
Gross powder 12.41 mg (Difference weighing of vial 2 (see T5).)
Aliquot 0.500 mL
Digestion Closed-vessel microwave digestion, HNO3 + HCl
Final volume 10.0 mL

Quality control
Method blank Passed

Calibration verification Passed

Internal standards Sc, Ge, In, Bi

Spike Recovery Limits Met

As 96 % 70–150 % Passed

Cd 101 % 70–150 % Passed

Hg 88 % 70–150 % Passed

Pb 99 % 70–150 % Passed

Specification and conclusion
Specification None applied. The result is reported without a conformity statement.
Conclusion Reported, no specification applied

Lab notes
• ICH Q3D parenteral PDEs (µg/day) are shown for context only. They are daily-intake limits for a medicine, not limits for a vial, so no 

conformity statement is made.

Counter-ions (TFA, acetate, chloride) T5 EX-M-020 v1

TFA 11.8 ± 1.2 % w/w (k = 2); Acetate < 0.5 % w/w (below LOQ) Reported, no specification applied

Method EX-M-020 v1 Trifluoroacetate and acetate by ion 
chromatography

Technique Ion chromatography, suppressed conductivity
Validation Fit for purpose, not fully validated
Accreditation Not accredited
Performed In house, site example-site

Analysts Example analyst B
Technical review Example reviewer
Started 2026-09-15 07:45 UTC
Completed 2026-09-16 15:00 UTC
Vials 2
Instruments INS-EX-UHPLC1 UHPLC with diode-array detector

INS-EX-BAL1 5-place analytical balance

Raw data files: F11 S-260914-9001-V2_IC_TFA.cdf SHA-256 ff5b 4674 ebdc 6ad2 F13 S-260914-9001-V2_balance_log.csv SHA-256 3d52 
eec7 e1ef 9fcf

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
Record SHA-256 f67a 4ee7 a8e6 316b… Not accredited HK-260925-1V5R1B-v1
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Example report · not a test result

Ion % w/w of the gross powder mg per vial

Trifluoroacetate (TFA) 11.8 ± 1.2 % w/w (k = 2) Not calculated

Acetate < 0.5 % w/w (below LOQ) Not calculated

Gross powder 12.41 mg. Difference weighing of vial 2 before reconstitution (2026-09-15) and after emptying, rinsing and drying (2026-09-16), 5-place 
balance INS-EX-BAL1. Technique: ion chromatography.

Specification and conclusion
Specification None applied. The result is reported without a conformity statement.
Conclusion Reported, no specification applied

Deviations from the method
What was different Why Impact

Method EX-M-020 is fit-for-purpose and not 
fully validated.

Validation not completed in this example
The uncertainty is an estimate from spiked 
recoveries only.

Methods, instruments and materials

Methods
Method Title and technique Validation Compendial reference Accreditation

EX-M-002 v1

T1
Peptide identity by LC-HRMS
RP-UHPLC-ESI-QTOF, positive mode

Validated (ICH Q2(R2)), 
report EX-VAL-002

None Not accredited

EX-M-001 v1

T2
Peptide purity by RP-UHPLC-UV
RP-UHPLC-UV, 214 nm, area normalisation

Validated (ICH Q2(R2)), 
report EX-VAL-001

None Not accredited

EX-M-003 v1

T3

Peptide content per vial by RP-UHPLC-UV, 
external standard
RP-UHPLC-UV, 214 nm, 5-level external 
calibration

Validated (ICH Q2(R2)), 
report EX-VAL-003

None Not accredited

EX-M-010 v1

T4
Bacterial endotoxins, kinetic chromogenic LAL
Kinetic chromogenic LAL, 405 nm

Compendial method, 
verified in this lab, report 
EX-VAL-010

USP <85> Not accredited

EX-M-020 v1

T5

Trifluoroacetate and acetate by ion 
chromatography
Ion chromatography, suppressed conductivity

Fit for purpose, not fully 
validated

None Not accredited

EX-M-030 v1

T6
Elemental impurities by ICP-MS
ICP-MS after closed-vessel acid digestion

Compendial method, 
verified in this lab, report 
EX-VAL-030

USP <233> Not accredited

Instruments
ID Type Make and model Serial Software Calibrated Next due

INS-EX-UHPLC1 UHPLC
Example instrument maker
UHPLC with diode-array detector

EX-0001
Example data system 
0.0

2026-08-03 2027-02-03

INS-EX-HRMS1 LC-HRMS
Example instrument maker
LC-QTOF mass spectrometer

EX-0002
Example data system 
0.0

2026-08-10 2027-02-10

INS-EX-READER1
Microplate 
reader

Example instrument maker
Incubating microplate reader

EX-0003
Example data system 
0.0

2026-07-21 2027-01-21

INS-EX-BAL1 Balance
Example instrument maker
5-place analytical balance

EX-0004 Not recorded 2026-09-01 2026-12-01

Reference standards
ID Name and supplier Lot Assigned content Expiry

RS-EX-BPC157-01
BPC-157 reference standard
Example supplier

EX-RS-BPC157-01 86.4 % (free base) 2027-06-01

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
Record SHA-256 f67a 4ee7 a8e6 316b… Not accredited HK-260925-1V5R1B-v1
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Example report · not a test result

Decision rules
Rule Statement (printed in full)

DR-SIMPLE v1

simple acceptance

Simple acceptance: the result conforms when the measured value is inside the limit. Uncertainty is not subtracted, so a value 
close to the limit carries up to about 50 % risk of a wrong decision.
ILAC G8:09/2019, simple acceptance (guard band w = 0)

DR-GUARDED-U v1

guarded acceptance

Guarded acceptance with w = U: conforms when the value is inside the limit by at least U; does not conform when it is outside the 
limit by more than U; otherwise the result is inconclusive (conditional pass or conditional fail). With w = U (k = 2) the risk that a 
result marked 'conforms' is really outside the limit is at most about 2.5 %.
ILAC G8:09/2019, guarded acceptance (w = U, k = 2), non-binary statement

DR-ID-CRITERIA v1

qualitative criteria

Identity conforms when every acceptance criterion of the identity method is met for the specified analyte and no other screened 
candidate is detected.
Acceptance criteria of the stated identity method

Example fingerprints. These values were generated for the example; no raw files exist.
ID File name and SHA-256 Kind Size Created Visibility

F1
S-260914-9001_BLANK_INJ-01.cdf

320127510d82a2f88b89c28e99ad5f490588d9ac271af7cc94c47b3f8825b468

chromatography 
raw

125 kB
2026-09-15
09:02:11 UTC

private

F2
S-260914-9001-V1_P1_INJ-02.cdf

17c56ae12c2433db2457be17d72b8622bf677254e3111b8c1fb1292773107e74

chromatography 
raw

133 kB
2026-09-15
09:21:40 UTC

private

F3
S-260914-9001-V1_P1_INJ-03.cdf

04e49bfd8dc57ac6e014e97668b858916a7f3377df6d52160fd201f607ed88ed

chromatography 
raw

140 kB
2026-09-15
09:40:02 UTC

private

F4
S-260914-9001-V2_P1_INJ-04.cdf

1f85c6281e16791c3590f1bb8dbb4733c9ec9acdc0fa8456c66cdf99c7cb0ce2

chromatography 
raw

148 kB
2026-09-15
09:58:31 UTC

private

F5
S-260914-9001-V2_P1_INJ-05.cdf

9d054720eb54cde4ed89c5a49f307437f2d61ed94078e4529dc77435ddef4d09

chromatography 
raw

156 kB
2026-09-15
10:16:55 UTC

private

F6
S-260914-9001-V1_LCMS_INJ-01.mzML

b3b1f4bf0e9b52e04e2f1b55393ffe02123109c542f405dd831b51fc4908ea1d
ms raw 164 kB

2026-09-15
13:05:40 UTC

private

F7
S-260914-9001_receipt_all_units.jpg

d06fcf5d49682e309646310e064144183692017f14dd8217185478f7c8ab957b
photo 171 kB

2026-09-14
10:14:02 UTC

public

F8
S-260914-9001_V1_label_and_cap.jpg

741ce9ad277c6407c8ba779611798b6650b497f7a0ae3969dd2a2c235109e7a8
photo 179 kB

2026-09-14
10:15:30 UTC

public

F9
S-260914-9001_CAL_BPC157.cdf

253a15d7de0fa69abd11cce0c29dd8c0239f8ca37fe74a3f7c2446265c137d35

calibration 
data

187 kB
2026-09-15
08:10 UTC

private

F10
S-260914-9001-V2_LAL_plate.csv

347e04f38bca597164e390a6438efb39b301a8d9007f88f5eb25b610650002a7

plate reader 
raw

195 kB
2026-09-16
11:48 UTC

private

F11
S-260914-9001-V2_IC_TFA.cdf

ff5b4674ebdc6ad2c9f2d3eee12f2888a75b98c2e42de0f6f976814501a7b5e5
ic raw 202 kB

2026-09-16
14:20 UTC

private

F12
S-260914-9001-V2_ICPMS.csv

ded244e747fcfc0913dc0d1ac32fb62c89e1919f572c7853467294b70a452218
icp raw 210 kB

2026-09-16
16:02 UTC

private

F13
S-260914-9001-V2_balance_log.csv

3d52eec7e1ef9fcf02572d423e60074e4cbfb910fbaad6825a25610ca5f92d31
other 218 kB

2026-09-16
08:31 UTC

private

F14
EX-RS-BPC157-01_certificate.pdf

a207de03038602c4c8eb09c17221d809aebdf32911fda30c1ea45c35316b1b1f
certificate 225 kB

2026-06-02
12:00 UTC

private

F15
EX-SUB-4471_report.pdf

43f56be4095557ba28bff98c0eb1a0deb5a300a41eda4bacddf1254b6a946c51

subcontractor 
report

233 kB
2026-09-17
10:05 UTC

on 
request

Subcontracted tests
Test Laboratory Their report Their accreditation statement

T6
Example subcontract lab
Address not shown in this example

EX-SUB-4471

F15 EX-
SUB-4471_report.pdf 
SHA-256 43f5 6be4 
0955 57ba

Accreditation not stated in this example

Interpretations, deviations and notes

Interpretation (opinion) OP-1

The impurity at RRT 0.967 has a mass 57.02 Da lower than BPC-157. This is consistent with a peptide that is missing one glycine (a 
des-Gly deletion from synthesis). This is an interpretation, not a measured identity.

Based on: LC-HRMS mass of the co-eluting species (T1, related species) and its UV area share (T2). Related tests: T1, T2. Author: Example reviewer, 
Technical reviewer.

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
Record SHA-256 f67a 4ee7 a8e6 316b… Not accredited HK-260925-1V5R1B-v1
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Example report · not a test result

Deviations, additions and exclusions
What Why Tests affected

Only two vials were received. Vial 2 was shared between 
content, endotoxin, counter-ion and elemental tests, so smaller 
aliquots were used and the LOQs for elements are higher than 
with a dedicated vial.

Sample amount limited by the client. T4, T5, T6

Deviations of single tests are listed in their sections.

Authorisation and verification

Approvals
Analysts: Example analyst B (tests T1, T4, T5, T6); Example analyst A (tests T2, T3).

Person Role Date and time Meaning

Example reviewer Technical reviewer 2026-09-17 16:40 UTC Technical review completed

Example approver Quality manager 2026-09-18 08:55 UTC Approved for release

Approvals are recorded in the signed record. HK does not use handwriting images; the cryptographic signature below is the lab’s seal over the whole 
record.
Contract review: order O-7K2M9Q4D reviewed 2026-09-12 09:05 UTC by Example approver. Terms EX-TERMS-1. Decision rules agreed with the client: DR-
SIMPLE, DR-GUARDED-U, DR-ID-CRITERIA.

Verification

hkanalytical.com

COA ID HK-260925-1V5R1B Version 1
Access key 04NBZ-QSWSY-8EESH-MJYQB-VAMBNM

Issued 2026-09-25 20:10 UTC
Record SHA-256 f67a4ee7a8e6316b473225e0dbcce3f31e4bce7060b4d2948dfe2aa97d80217f

Signature (Ed25519) IZaFC4WSKKgiFgYPNq4hlI5FYeDDNHzR0cmuggPZYVD

K4JS2A_nCRDdqi6sLovCh-fHlMPOqjjiHqiLMiHcXBg

Signing key hk-demo-1 · fingerprint 221C 513E 8091 01F5 · demo key: it signs example reports only
Public keys hkanalytical.com/.well-known/hk-coa-keys.json

How to check this report
1. Scan the QR code, or open hkanalytical.com/verify and type the 

COA ID and access key. Check that the address is exactly 
hkanalytical.com.

2. The verify page marks this example “DEMO”, never “Valid”. A real 
report must show “Valid”.

3. Drop this PDF on the report page: it compares the file’s fingerprint 
with the issued one.

4. Compare the lot, cap, crimp and fill on page 2 with your own vial.

Sharing this report

Share the whole PDF, or the link in the QR code. The COA ID alone 
opens nothing; the ID and the access key together open the report 
page, so anyone who has both can read it. The signed record is 
attached to this PDF as record.json; with the public key anyone can 
check the signature without HK’s software.

Version history
Version COA ID Issued Reason

1 HK-260925-1V5R1B 2026-09-25 20:10 UTC First issue

The live status of every version (valid, superseded or withdrawn) is on the report page.

Statements
1. Results apply only to the sample as received. HK Analytical did not take the sample.
2. Fields marked client-supplied  come from the client. HK Analytical did not verify them and is not responsible for them.

3. This report may be reproduced only in full, without changes. Its live status is at hkanalytical.com/verify.
4. HK Analytical is not accredited. The report layout is designed to cover the reporting items of ISO/IEC 17025:2017 clause 7.8; this is not a claim of 

accreditation or of compliance with the standard.
5. This report gives laboratory measurements. It is not a statement that the product is safe, sterile or suitable for human use, and it is not medical advice.
6. Opinions and interpretations are shown only in boxes marked “Interpretation (opinion)”.
7. Example data. Every value in this example was generated by a script to show the report format. It is not a test result, and no real sample, client, staff 

member or instrument is described.

Report template hk-coa v1 · renderer typst 0.15.1 · input schema 1.0 · record schema 1 End of report.

HK Analytical Results apply only to the sample as received. Check this report: hkanalytical.com/verify
Record SHA-256 f67a 4ee7 a8e6 316b… Not accredited HK-260925-1V5R1B-v1
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{"coa_id":"HK-260925-1V5R1B","input":{"$schema":"../coa.schema.json","analytes":[{"analyte_id":"A1","average_mass_da":"1419.54","formula":"C62H98N16O22","formula_source":"Published molecular formula of the free peptide (check against the reference standard certificate)","mass_source":"computed_from_formula","monoisotopic_mass_da":"1418.7042","name":"BPC-157","role":"target","sequence":"GEPPPGKPADDAGLV"}],"authorization":{"approval":{"approved_at":"2026-09-18T08:55:00Z","approver":{"name":"Example approver","role":"Quality manager","staff_id":"ST-DEMO-Q"},"meaning":"Approved for release"},"technical_review":{"completed_at":"2026-09-17T16:40:00Z","reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"}}},"client":{"category":"vendor","client_ref":"C-DEM00001","display_name":"Example client","display_name_is_alias":true},"client_relationship":{"basis":"Client declaration on the order form, checked against the conflict-of-interest register.","checked_by":{"name":"Example approver","role":"Quality manager","staff_id":"ST-DEMO-Q"},"declared_at":"2026-09-12","status":"independent"},"decision_rules":[{"kind":"simple_acceptance","non_binary":false,"reference":"ILAC G8:09/2019, simple acceptance (guard band w = 0)","rule_id":"DR-SIMPLE","statement":"Simple acceptance: the result conforms when the measured value is inside the limit. Uncertainty is not subtracted, so a value close to the limit carries up to about 50 % risk of a wrong decision.","version":1},{"guard_band_multiple_of_u":"1","kind":"guarded_acceptance","non_binary":true,"reference":"ILAC G8:09/2019, guarded acceptance (w = U, k = 2), non-binary statement","rule_id":"DR-GUARDED-U","statement":"Guarded acceptance with w = U: conforms when the value is inside the limit by at least U; does not conform when it is outside the limit by more than U; otherwise the result is inconclusive (conditional pass or conditional fail). With w = U (k = 2) the risk that a result marked 'conforms' is really outside the limit is at most about 2.5 %.","version":1},{"kind":"qualitative_criteria","non_binary":false,"reference":"Acceptance criteria of the stated identity method","rule_id":"DR-ID-CRITERIA","statement":"Identity conforms when every acceptance criterion of the identity method is met for the specified analyte and no other screened candidate is detected.","version":1}],"demo":true,"demo_notice":"Example data. Every value in this example was generated by a script to show the report format. It is not a test result, and no real sample, client, staff member or instrument is described.","files":[{"bytes":127919,"created_at":"2026-09-15T09:02:11Z","file_id":"F1","filename":"S-260914-9001_BLANK_INJ-01.cdf","kind":"chromatography_raw","media_type":"application/x-netcdf","sample_name_in_file":"BLANK diluent","sha256":"320127510d82a2f88b89c28e99ad5f490588d9ac271af7cc94c47b3f8825b468","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":135838,"created_at":"2026-09-15T09:21:40Z","file_id":"F2","filename":"S-260914-9001-V1_P1_INJ-02.cdf","kind":"chromatography_raw","media_type":"application/x-netcdf","sample_name_in_file":"S-260914-9001-V1 prep 1","sha256":"17c56ae12c2433db2457be17d72b8622bf677254e3111b8c1fb1292773107e74","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":143757,"created_at":"2026-09-15T09:40:02Z","file_id":"F3","filename":"S-260914-9001-V1_P1_INJ-03.cdf","kind":"chromatography_raw","media_type":"application/x-netcdf","sample_name_in_file":"S-260914-9001-V1 prep 1","sha256":"04e49bfd8dc57ac6e014e97668b858916a7f3377df6d52160fd201f607ed88ed","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":151676,"created_at":"2026-09-15T09:58:31Z","file_id":"F4","filename":"S-260914-9001-V2_P1_INJ-04.cdf","kind":"chromatography_raw","media_type":"application/x-netcdf","sample_name_in_file":"S-260914-9001-V2 prep 1","sha256":"1f85c6281e16791c3590f1bb8dbb4733c9ec9acdc0fa8456c66cdf99c7cb0ce2","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":159595,"created_at":"2026-09-15T10:16:55Z","file_id":"F5","filename":"S-260914-9001-V2_P1_INJ-05.cdf","kind":"chromatography_raw","media_type":"application/x-netcdf","sample_name_in_file":"S-260914-9001-V2 prep 1","sha256":"9d054720eb54cde4ed89c5a49f307437f2d61ed94078e4529dc77435ddef4d09","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":167514,"created_at":"2026-09-15T13:05:40Z","file_id":"F6","filename":"S-260914-9001-V1_LCMS_INJ-01.mzML","kind":"ms_raw","media_type":"application/xml","sample_name_in_file":"S-260914-9001-V1 LCMS","sha256":"b3b1f4bf0e9b52e04e2f1b55393ffe02123109c542f405dd831b51fc4908ea1d","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":175433,"created_at":"2026-09-14T10:14:02Z","file_id":"F7","filename":"S-260914-9001_receipt_all_units.jpg","kind":"photo","media_type":"image/jpeg","sha256":"d06fcf5d49682e309646310e064144183692017f14dd8217185478f7c8ab957b","visibility":"public"},{"bytes":183352,"created_at":"2026-09-14T10:15:30Z","file_id":"F8","filename":"S-260914-9001_V1_label_and_cap.jpg","kind":"photo","media_type":"image/jpeg","sha256":"741ce9ad277c6407c8ba779611798b6650b497f7a0ae3969dd2a2c235109e7a8","visibility":"public"},{"bytes":191271,"created_at":"2026-09-15T08:10:00Z","file_id":"F9","filename":"S-260914-9001_CAL_BPC157.cdf","kind":"calibration_data","media_type":"application/x-netcdf","sample_name_in_file":"CAL BPC-157 L1-L5","sha256":"253a15d7de0fa69abd11cce0c29dd8c0239f8ca37fe74a3f7c2446265c137d35","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":199190,"created_at":"2026-09-16T11:48:00Z","file_id":"F10","filename":"S-260914-9001-V2_LAL_plate.csv","kind":"plate_reader_raw","media_type":"text/csv","sample_name_in_file":"S-260914-9001-V2 LAL","sha256":"347e04f38bca597164e390a6438efb39b301a8d9007f88f5eb25b610650002a7","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":207109,"created_at":"2026-09-16T14:20:00Z","file_id":"F11","filename":"S-260914-9001-V2_IC_TFA.cdf","kind":"ic_raw","media_type":"application/x-netcdf","sample_name_in_file":"S-260914-9001-V2 IC","sha256":"ff5b4674ebdc6ad2c9f2d3eee12f2888a75b98c2e42de0f6f976814501a7b5e5","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":215028,"created_at":"2026-09-16T16:02:00Z","file_id":"F12","filename":"S-260914-9001-V2_ICPMS.csv","kind":"icp_raw","media_type":"text/csv","sample_name_in_file":"S-260914-9001-V2 ICPMS","sha256":"ded244e747fcfc0913dc0d1ac32fb62c89e1919f572c7853467294b70a452218","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":222947,"created_at":"2026-09-16T08:31:00Z","file_id":"F13","filename":"S-260914-9001-V2_balance_log.csv","kind":"other","media_type":"text/csv","sample_name_in_file":"S-260914-9001-V2 weighing","sha256":"3d52eec7e1ef9fcf02572d423e60074e4cbfb910fbaad6825a25610ca5f92d31","software":{"name":"Example data system","version":"0.0"},"visibility":"private"},{"bytes":230866,"created_at":"2026-06-02T12:00:00Z","file_id":"F14","filename":"EX-RS-BPC157-01_certificate.pdf","kind":"certificate","media_type":"application/pdf","sha256":"a207de03038602c4c8eb09c17221d809aebdf32911fda30c1ea45c35316b1b1f","visibility":"private"},{"bytes":238785,"created_at":"2026-09-17T10:05:00Z","file_id":"F15","filename":"EX-SUB-4471_report.pdf","kind":"subcontractor_report","media_type":"application/pdf","sha256":"43f56be4095557ba28bff98c0eb1a0deb5a300a41eda4bacddf1254b6a946c51","visibility":"on_request"}],"instruments":[{"calibration":{"certificate_ref":"EX-CAL-0001","last_date":"2026-08-03","next_due":"2027-02-03"},"category":"uhplc","instrument_id":"INS-EX-UHPLC1","manufacturer":"Example instrument maker","model":"UHPLC with diode-array detector","serial_number":"EX-0001","software":{"name":"Example data system","version":"0.0"}},{"calibration":{"certificate_ref":"EX-CAL-0002","last_date":"2026-08-10","next_due":"2027-02-10"},"category":"lc_hrms","instrument_id":"INS-EX-HRMS1","manufacturer":"Example instrument maker","model":"LC-QTOF mass spectrometer","serial_number":"EX-0002","software":{"name":"Example data system","version":"0.0"}},{"calibration":{"certificate_ref":"EX-CAL-0003","last_date":"2026-07-21","next_due":"2027-01-21"},"category":"microplate_reader","instrument_id":"INS-EX-READER1","manufacturer":"Example instrument maker","model":"Incubating microplate reader","serial_number":"EX-0003","software":{"name":"Example data system","version":"0.0"}},{"calibration":{"certificate_ref":"EX-CAL-0004","last_date":"2026-09-01","next_due":"2026-12-01"},"category":"balance","instrument_id":"INS-EX-BAL1","manufacturer":"Example instrument maker","model":"5-place analytical balance","serial_number":"EX-0004"}],"lab":{"lab_id":"hk-demo","registry_version":"demo","site_id":"example-site"},"opinions":[{"author":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"basis":"LC-HRMS mass of the co-eluting species (T1, related species) and its UV area share (T2).","opinion_id":"OP-1","related_test_ids":["T1","T2"],"text":"The impurity at RRT 0.967 has a mass 57.02 Da lower than BPC-157. This is consistent with a peptide that is missing one glycine (a des-Gly deletion from synthesis). This is an interpretation, not a measured identity."}],"order":{"contract_review":{"agreed_decision_rule_ids":["DR-SIMPLE","DR-GUARDED-U","DR-ID-CRITERIA"],"client_contact_omitted_from_report":true,"reviewed_at":"2026-09-12T09:05:00Z","reviewed_by":{"name":"Example approver","role":"Quality manager","staff_id":"ST-DEMO-Q"},"terms_version":"EX-TERMS-1","verify_page_content_agreed":true},"label_withheld":false,"order_ref":"O-7K2M9Q4D","panel_code":"PEP-FULL","placed_at":"2026-09-12T08:20:00Z","tests_requested":["lcms_identity","hplc_purity","net_content","endotoxin","tfa_counterion","heavy_metals"]},"reference_standards":[{"analyte_id":"A1","assigned_content_pct":"86.4","assigned_purity_pct":"99.6","assigned_uncertainty_pct":"1.5","catalogue_number":"EX-CAT-157","certificate_file_id":"F14","content_basis":"free_base","expiry_date":"2027-06-01","grade":"secondary_qualified_in_house","lot":"EX-RS-BPC157-01","name":"BPC-157 reference standard","qualification_ref":"EX-QUAL-RS-157","standard_id":"RS-EX-BPC157-01","supplier":"Example supplier"}],"report_deviations":[{"affects_test_ids":["T4","T5","T6"],"description":"Only two vials were received. Vial 2 was shared between content, endotoxin, counter-ion and elemental tests, so smaller aliquots were used and the LOQs for elements are higher than with a dedicated vial.","reason":"Sample amount limited by the client."}],"sample":{"client_supplied":{"label_claims":[{"amount":"10","analyte_id":"A1","component_name":"BPC-157","per":"vial","unit":"mg"}],"lot":"EX-BPC-2609","product_name":"BPC-157 10 mg","vendor":"Example client"},"custody":[{"at":"2026-09-14T10:02:00Z","by":{"name":"Example sample clerk","role":"Sample reception","staff_id":"ST-DEMO-S"},"detail":"Tracking number checked against the order.","event":"received","location":"Sample reception","vial_nos":[1,2]},{"at":"2026-09-14T10:14:02Z","by":{"name":"Example sample clerk","role":"Sample reception","staff_id":"ST-DEMO-S"},"event":"photographed","location":"Sample reception","vial_nos":[1,2]},{"at":"2026-09-14T10:20:00Z","by":{"name":"Example sample clerk","role":"Sample reception","staff_id":"ST-DEMO-S"},"event":"stored","location":"Freezer EX-FRZ-1, -20 °C","vial_nos":[1,2]},{"at":"2026-09-15T07:50:00Z","by":{"name":"Example analyst A","role":"Analyst","staff_id":"ST-DEMO-A"},"detail":"Whole vial in 2.000 mL diluent","event":"reconstituted","location":"HPLC lab","vial_nos":[1]},{"at":"2026-09-15T07:55:00Z","by":{"name":"Example analyst A","role":"Analyst","staff_id":"ST-DEMO-A"},"detail":"Whole vial in 2.000 mL LAL reagent water; aliquots for T3-T6","event":"reconstituted","location":"HPLC lab","vial_nos":[2]},{"at":"2026-09-17T10:30:00Z","by":{"name":"Example analyst A","role":"Analyst","staff_id":"ST-DEMO-A"},"detail":"Solutions used up or discarded after review","event":"disposed","location":"HPLC lab","vial_nos":[1,2]}],"photos":[{"caption":"Both vials on receipt with lab labels S-260914-9001-V1 and -V2","exif_stripped":true,"file_id":"F7","shows_lab_label":true,"taken_at":"2026-09-14T10:14:02Z","taken_by":{"name":"Example sample clerk","role":"Sample reception","staff_id":"ST-DEMO-S"},"view":"all_units"},{"caption":"Vial 1: printed label, blue flip-off cap, silver crimp, fill level","exif_stripped":true,"file_id":"F8","shows_lab_label":true,"taken_at":"2026-09-14T10:15:30Z","taken_by":{"name":"Example sample clerk","role":"Sample reception","staff_id":"ST-DEMO-S"},"view":"cap_and_crimp"}],"received_at":"2026-09-14T10:02:00Z","received_by":{"name":"Example sample clerk","role":"Sample reception","staff_id":"ST-DEMO-S"},"received_condition":{"appearance":"White lyophilised cake, intact","cap_colour":"blue","container_description":"2 mL clear glass vial, grey rubber stopper, aluminium crimp with flip-off cap","crimp_colour":"silver","fill_state":"lyophilised_cake","label_text_transcribed":"BPC-157 10mg | Lot EX-BPC-2609 | For research use only","lot_printed_on_container":"EX-BPC-2609","package_condition":"Padded envelope, intact. Vials in a sealed zip bag.","seal_intact":true,"temperature_on_arrival_c":"21"},"retention":{"retained":false},"sample_id":"S-260914-9001","sampling":"submitted_by_client","storage_before_analysis":"-20 °C, dark","unit_type":"vial","units_received":2,"vials":[{"allocated_to_test_ids":["T1","T2","T3"],"lab_label":"S-260914-9001-V1","status_after_testing":"consumed","vial_no":1},{"allocated_to_test_ids":["T3","T4","T5","T6"],"lab_label":"S-260914-9001-V2","status_after_testing":"consumed","vial_no":2}]},"schema_version":"1.0","source":{"export_id":"EX-EXPORT-0001","exported_at":"2026-09-18T09:00:00Z","exported_by":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"system":"Example generator"},"tests":[{"acceptance_criteria":{"max_abs_ppm_error":"5.0","min_charge_states":2,"min_isotope_fit":"0.90","source_ref":"EX-VAL-002 section 4"},"analysts":[{"name":"Example analyst B","role":"Analyst","staff_id":"ST-DEMO-B"}],"analyte_ids":["A1"],"completed_at":"2026-09-15T15:10:00Z","conclusion":{"verdict":"conforms"},"conditions":{"lc":{"autosampler_temp_c":"8","column":{"chemistry":"C18, wide pore","internal_diameter_mm":"2.1","length_mm":"150","name":"C18 peptide column","particle_um":"1.7","pore_size_a":"300","serial_or_lot":"EX-COL-0102"},"column_temp_c":"60","detection":"ESI-QTOF, full scan m/z 300-2000","flow_ml_min":"0.30","gradient":[{"percent_b":"5","time_min":"0.0"},{"percent_b":"45","time_min":"12.0"},{"percent_b":"95","time_min":"12.5"},{"percent_b":"95","time_min":"14.0"},{"percent_b":"5","time_min":"14.1"},{"percent_b":"5","time_min":"16.0"}],"injection_volume_ul":"1.0","mobile_phase_a":"0.1 % formic acid in water","mobile_phase_b":"0.1 % formic acid in acetonitrile","run_time_min":"16.0","sample_preparation":{"diluent":"0.1 % formic acid in water","dilution_factor":"50","procedure":"Aliquot of the vial 1 solution (T2) diluted 1:50 in 0.1 % formic acid.","whole_vial":false}},"ms":{"analyser":"qtof","deconvolution":{"algorithm":"Isotope-resolved charge deconvolution","output_basis":"monoisotopic","software":{"name":"Example data system","version":"0.0"}},"ionisation":"ESI+","mass_calibration":{"calibrant":"Calibrant mix","calibrated_at":"2026-09-15T08:30:00Z","lock_mass_mz":"922.0098"},"resolving_power":{"at_mz":"1222","value":"40000"},"scan_range_mz":{"end":"2000","start":"300"}}},"identity_level_claimed":"L3","injections":[{"acquired_at":"2026-09-15T13:05:40Z","file_id":"F6","injection_id":"INJ-01","peaks":[],"preparation_no":1,"replicate":1,"role":"sample","sample_name_in_file":"S-260914-9001-V1 LCMS","signal":{"detector":"MS_TIC","label":"TIC, ESI+ m/z 300-2000"},"trace":{"decimation":{"method":"min_max","source_points":4801},"encoding":"uniform","x_start":0,"x_step":0.02,"x_unit":"min","y":[15584.903,26333.551,-15105.714,-17134.056,7518.239,34671.163,8523.72,-22406.392,-14669.331,-468.767,19256.44,384.881,-6513.801,-3872.303,3947.059,-13994.872,638.371,5847.959,32762.468,-502.071,19568.359,-19558.644,17455.762,3794.874,-9921.854,152.603,18307.687,-5699.727,20770.877,30486.328,32461.497,32411.403,-24253.881,7356.903,-12695.273,19215.632,2124.583,5075.784,9738.786,-10923.352,2585.138,-13432.806,41556.606,-8260.966,1021.457,-33911.843,-28276.261,-15722.632,16338.711,15828.908,6234.98,-11862.547,37033.977,-19410.073,-16073.881,10257.313,-18829.926,5945.803,19762.876,-640.623,8724.457,1485.162,-12515.036,-61586.673,-23254.128,582.989,-31561.205,-10349.411,4790.916,26983.024,-26181.251,-9703.091,5152.875,11072.492,-26482.565,37327.168,-15386.256,22153.733,-3252.16,8753.668,33590.001,14697.331,3275.353,-19108.001,-12208.181,-27428.585,40540.745,-29964.479,-50158.162,33167.15,25945.241,-6413.727,17254.839,-15568.488,-10695.137,10620.117,8476.636,-8355.581,32800.32,15267.627,3440.142,-22720.101,3403.359,-5593.237,-829.037,16527.666,-10704.081,5923.974,16465.848,7679.01,46158.681,-33916.507,-595.758,-22829.983,-703.108,50521.939,-31883.136,-5178.796,13591.64,2442.533,18755.933,-30279.755,19941.715,-18386.864,-23590.231,11818.413,10029.66,-13925.341,-15700.722,-3440.69,328.323,-2849.776,-19623.765,-45582.393,26550.119,3949.107,-24169.003,-30701.417,-13307.388,-7795.685,-41871.418,28223.203,8879.579,-5985.19,7352.516,4985.908,21490.066,3447.583,25462.64,31106.325,-5829.892,-8616.018,-17188.293,-4259.118,-14073.828,542.621,6416.702,11020.113,-22640.663,21854.78,-5848.794,-1901.852,-9904.111,-39474.75,5368.68,-34963.753,22305.01,1097.228,31314.9,13200.189,14263.801,28123.971,-564.072,30890.053,-2277.559,5391.153,-13182.047,11063.573,13576.064,-9765.61,-25246.284,-495.176,8633.103,-2912.385,-19172.817,-14148.146,-5058.346,-52020.331,-11444.517,28822.34,-25315.862,-4138.008,33818.479,14313.748,18539.334,-2716.106,-26225.577,57505.846,6207.264,4979.759,32874.41,16318.621,1357.31,-21762.556,-2890.197,-2762.011,-13291.864,-17057.456,-19746.903,-2170.836,-11646.248,8293.399,20339.737,6442.45,577.2,31210.063,13164.32,-29255.563,-14132.368,4010.469,-17367.189,15232.483,-34742.396,-37856.884,19648.888,11688.119,-31744.497,1620.012,26864.854,-22086.685,-23568.763,-24110.314,-19496.477,-34446.336,-9544.232,-28773.741,1314.772,44568.086,-20828.962,18142.794,23335.492,-45916.287,2258.596,-153.377,-6627.357,15966.855,-8693.955,7080.446,-7690.214,-2673.161,-15560.861,45354.334,-1069.779,-22255.157,38871.348,31430.895,-3873.97,-13013.341,-14629.626,24633.47,-6476.618,-14137.818,16814.46,-5319.053,-1029.122,38630.616,17246.86,24839.618,8362.541,25671.948,-3345.76,19233.803,20897.431,-8162.899,-25561.347,10704.519,-2367.702,12151.47,-11940.068,10575.433,19196.216,47143.333,35627.27,7817.195,28645.239,-12449.397,23421.372,2807.602,26537.517,6683.819,-4545.12,-14111.367,25049.677,1197.393,14250.346,9621.68,-40661.978,12061.923,-7374.23,7848.39,9633.547,-35910.044,-6242.188,-1167.02,7764.864,18770.673,-13531.433,-4575.793,12448.152,-36452.384,36974.677,-18792.282,26257.323,2916.472,37526.676,20766.189,-651.62,-33746.963,2651.867,6493.554,10880.588,-25055.796,-16428.179,-15482.007,5625.732,-17272.449,-2308.115,18524.469,-8342.528,26824.825,5919.418,-4887.809,21819.011,9873.307,-5671.1,-11670.51,-866.231,6906.2,22746.572,5407.742,-12267.196,-26394.314,5114.915,7860.46,22563.969,-10468.371,-25710.701,16677.335,-3388.652,-24152.896,33034.814,17707.297,1299.452,5600.651,-14781.314,19745.469,-8567.864,-8922.517,-5856.525,-22591.581,20491.801,33209.843,15191.311,-40791.243,-6002.665,-12648.572,7471.219,-42528.089,-42785.284,-9072.307,19542.216,-3705.427,43894.666,-16796.725,818.698,-2894.297,-16479.301,22116.233,-26245.505,-20942.358,-7164.876,-9463.21,22485.961,-10443.613,10023.511,-9214.323,25443.975,-310.097,5252.891,-32402.912,14056.221,-12743.885,17699.218,10142.243,10855.009,22430.41,7530.578,-17409.744,3180.557,3432.207,-23330.393,12268.406,29193.439,4867.59,2316.406,9230.743,21867.778,-10679.108,18989.277,-14715.256,10619.285,10335.843,-25442.182,13112.921,4364.692,-33081.921,-8917.357,-12400.85,-17642.837,8284.558,-15677.412,1028.085,-21539.088,-5216.704,36288.531,8243.678,-30850.82,-18624.259,-2736.374,-32287.082,19436.173,-799.409,-1359.724,1073.836,-13530.788,-22666.051,-61715.306,-32150.741,4700.742,13570.657,-3639.267,-36406.216,-6685.366,723.865,-25691.789,27213.519,-22252.295,23.167,-21623.785,18014.545,-25037.719,-17830.554,22107.245,-24989.171,-10731.239,10742.688,7064.428,-34782.302,11982.903,-5788.454,24469.197,-32656.545,23407.766,32995.677,41172.432,52419.894,61306.104,23179.066,12828.938,-7032.292,5373.842,14027.938,-31403.815,1357.224,14503.953,89376.942,289922.351,1149721.699,2986925.72,5765806.061,7983253.428,8113936.722,6648331.104,4463673.239,2508186.472,1153642.523,416606.256,124646.349,27883.699,-19923.295,-20994.594,8312.623,18829.239,-4550.159,-18633.31,-21463.273,-12260.462,13779.006,888.429,-28410.654,-23143.591,6422.509,5850.39,34814.321,28489.326,3576.588,-13585.754,3951.853,-22616.102,-13722.562,19847.128,12039.121,18225.938,30850.665,-8294.124,15799.406,1355.144,6133.778,4445.389,10575.226,-27561.062,-27277.407,1763.413,9575.885,-9682.241,-2129.952,-28009.477,18975.416,8998.602,29685.788,-8181.327,-2029.697,1267.665,27022.463,11103.785,7674.811,-32715.679,-17120.159,-29276.049,-3777.028,16952.462,967.155,-18368.438,40248.914,-21921.835,27356.999,22950.578,5026.977,26669.748,-21657.132,-11126.737,-6086.639,7295.494,-3646.699,33760.074,-7612.364,-4653.881,-24154.404,9396.221,15657.753,-15038.266,-25049.955,-27600.727,23034.663,15541.031,5420.861,14940.338,9539.612,8919.503,-32258.317,10150.136,13855.07,22442.641,19075.626,-13582.293,5124.271,-28165.141,28459.272,-27317.404,13888.99,-15746.596,-16291.719,-17839.489,-6601.493,7445.987,22140.47,-6011.422,16862.566,17173.286,40765.829,-11932.57,6031.392,13612.96,2750.27,12282.3,-13333.356,-7208.43,-12556.212,-12791.003,-17748.487,-2094.351,-24433.404,-11492.939,11438.098,-31335.277,-21083.826,-8208.77,-21352.764,-19957.173,37121.084,6382.524,-9237.791,-14792.939,-31051.28,-23218.646,-46129.467,10893.057,-10358.544,17816.802,-364.986,-39863.232,37521.85,9966.865,17414.371,-11225.313,-11355.116,-3795.76,35359.596,-25097.802,-21440.581,10066.927,-39294.145,29223.566,-23086.408,23309.471,-3175.689,-7194.967,-22918.245,28638.215,-5594.827,-26773.952,12480.48,-2931.067,10116.401,-8198.496,7109.792,8810.782,222.231,-32567.346,9605.907,27148.27,8542.847,18288.786,15387.682,-6166.937,20841.606,-4894.587,-20069.666,-25110.261,20312.659,13832.413,12328.04,-11316.284,-36235.688,15292.295,-1989.069,-12230.032,-12260.623,-11532.623,-36940.924,12159.9,13807.149,17167.411,-7270.633,-24925.437,-27275.44,-6272.969,34417.436,18242.312,416.343,9190.326,15971.216,1040.258,4410.089,4045.69,-11665.059,-22780.328,-11283.768,22676.115,-31422.922,-8782.342,-8419.681,616.578,-9038.369,15473.835,-7451.693,-242.909,13972.664,-28137.282,21509.966,20277.906,-26178.906,-1939.009,-14835.94,-7368.607,15358.544,-37223.917,16571.08,8362.54,-212.623,43665.956,-9882.496,-29806.262,7469.856,2766.577,-12563.082,-42237.918,-37636.758,32183.421,-30081.513,27290.017,16078.242,-43654.128,3705.936,12585.613,21869.132,26243.108,24830.334,-862.898,-4956.857,-4041.819,10285.394,-18589.269,-21208.381,45344.505,18835.922,21048.591,-4668.076,-16982.647,-8541.035,-15840.567,-12474.885,-31008.289,12114.006,6543.946,15509.902,1224.492,-14225.721,39995.898,18455.167,11080.807,17342.244,-6050.891,14356.012,-14903.414,19862.1,18410.846,16449.883,7694.975,2557.698,4390.083,14162.587,-9026.779,13925.853,15206.996,-25042.157,-33872.329,5763.009,-6826.384,-16016.028,-24694.77,-22017.333,-32649.062,-7154.131,-30805.837,-33980.821,-2644.336,29728.009,24251.734,-3555.19,7386.236,-5003.643,-2599.878,-15490.244,37.963,-20990.309,-14753.951,-3300.658,-1771.575,40022.03,-17489.725,-22063.357,12444.439,11073.85,13212.131,-2682.725,-30020.479,-7270.638,-25369.419,-1673.927,34266.677],"y_unit":"counts"},"vial_no":1}],"instrument_ids":["INS-EX-HRMS1"],"intact_mass":[{"analyte_id":"A1","basis":"monoisotopic","expected_da":"1418.7042","observed_da":"1418.7067","ppm_error":"1.8","spectrum_id":"SP-1"}],"ion_matches":[{"analyte_id":"A1","charge":2,"expected_mz":"710.3594","ion":"[M+2H]2+","isotope":"monoisotopic","observed_mz":"710.3606","ppm_error":"1.7","relative_intensity_pct":"100","spectrum_id":"SP-1"},{"analyte_id":"A1","charge":1,"expected_mz":"1419.7114","ion":"[M+H]+","isotope":"monoisotopic","observed_mz":"1419.7140","ppm_error":"1.8","relative_intensity_pct":"22","spectrum_id":"SP-1"},{"analyte_id":"A1","charge":3,"expected_mz":"473.9087","ion":"[M+3H]3+","isotope":"monoisotopic","observed_mz":"473.9095","ppm_error":"1.7","relative_intensity_pct":"31","spectrum_id":"SP-1"}],"isotope_fit":[{"analyte_id":"A1","ion":"[M+2H]2+","metric":"Cosine similarity of observed vs theoretical isotope envelope","score":"0.97","threshold":"0.90"},{"analyte_id":"A1","ion":"[M+3H]3+","metric":"Cosine similarity of observed vs theoretical isotope envelope","score":"0.95","threshold":"0.90"}],"method":{"accreditation":"not_accredited","method_id":"EX-M-002","technique":"RP-UHPLC-ESI-QTOF, positive mode","title":"Peptide identity by LC-HRMS","validation_report_ref":"EX-VAL-002","validation_status":"validated","version":1},"mode":"targeted","performed_by_lab":{"kind":"in_house","site_id":"example-site"},"raw_file_ids":["F6"],"related_species":[{"abundance_basis":"uv_area","delta_da":"-57.021","observed_mass_da":"1361.683","opinion_id":"OP-1","relative_abundance_pct":"0.7","rt_min":"9.29"}],"results":{"identified_analyte_ids":["A1"],"level_achieved":"L3","outcome":"consistent"},"specification":{"applied":true,"criteria":[{"analyte_id":"A1","expected":"BPC-157","operator":"equals","parameter":"identity"}],"decision_rule_id":"DR-ID-CRITERIA","source":"label_claim","source_ref":"Client label claim: BPC-157"},"spectra":[{"centroids":[[473.9095,1281122],[474.2439,946131],[474.5784,402887],[474.9128,128747],[475.2473,31639],[710.3606,4003335],[710.8623,2999099],[711.364,1336776],[711.8657,395110],[712.3673,104393],[1419.714,861300],[1420.7173,690179],[1421.7207,291383],[1422.7241,93575],[1423.7274,22800]],"file_id":"F6","injection_id":"INJ-01","kind":"ms1","representation":"centroid","rt_range_min":{"end":"9.68","start":"9.55"},"spectrum_id":"SP-1","x_unit":"m/z"}],"started_at":"2026-09-15T12:40:00Z","technical_reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"test_id":"T1","type":"lcms_identity","vial_nos":[1]},{"analysts":[{"name":"Example analyst A","role":"Analyst","staff_id":"ST-DEMO-A"}],"analyte_ids":["A1"],"completed_at":"2026-09-15T11:30:00Z","conclusion":{"verdict":"conforms"},"conditions":{"autosampler_temp_c":"8","column":{"chemistry":"C18, wide pore","internal_diameter_mm":"2.1","length_mm":"150","name":"C18 peptide column","particle_um":"1.7","pore_size_a":"300","serial_or_lot":"EX-COL-0101"},"column_temp_c":"60","detection":"DAD 214 nm (bandwidth 4 nm), reference off","flow_ml_min":"0.30","gradient":[{"percent_b":"5","time_min":"0.0"},{"percent_b":"5","time_min":"1.0"},{"percent_b":"45","time_min":"13.0"},{"percent_b":"95","time_min":"13.5"},{"percent_b":"95","time_min":"14.5"},{"percent_b":"5","time_min":"14.6"},{"percent_b":"5","time_min":"16.0"}],"injection_volume_ul":"2.0","mobile_phase_a":"0.1 % TFA in water","mobile_phase_b":"0.1 % TFA in acetonitrile","run_time_min":"16.0","sample_preparation":{"diluent":"Water/acetonitrile 90:10 with 0.1 % TFA","dilution_factor":"10.0","nominal_concentration_mg_ml":"0.500","procedure":"Whole vial dissolved in 2.000 mL diluent (vial 1) or in 2.000 mL LAL reagent water (vial 2), then diluted 1:10 in diluent. Two injections per preparation.","reconstitution_volume_ml":"2.000","whole_vial":true}},"injections":[{"acquired_at":"2026-09-15T09:02:11Z","file_id":"F1","injection_id":"INJ-01","peaks":[],"role":"blank","sample_name_in_file":"BLANK diluent","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"trace":{"decimation":{"method":"min_max","source_points":9601},"encoding":"uniform","x_start":0,"x_step":0.01,"x_unit":"min","y":[-0.055,0.017,0.045,-0.023,-0.06,-0.003,0.022,0.049,-0.055,-0.058,0.032,0.021,0.069,0.044,-0.005,-0.012,0.116,-0.013,-0.035,-0.051,0.004,0.007,-0.016,-0.003,0.012,0.031,0.049,0.009,-0.081,0.032,-0.064,-0.008,-0.066,0,-0.035,0.01,0.149,-0.002,0.038,-0.06,-0.013,0.03,-0.004,0.017,0.005,-0.045,0.025,-0.037,0.084,-0.023,0.031,0,0.043,-0.027,0.045,-0.006,0.057,0.028,0.006,-0.035,0.035,0.021,0.074,-0.017,0.025,0.023,0.013,0.009,0.008,-0.027,-0.046,-0.018,0.027,0.068,0.044,0.047,0.035,0.031,0.008,0.035,0.08,-0.015,-0.031,0.088,0.011,0.044,0.039,-0.051,0.11,0.08,0.008,0.034,0.006,-0.04,-0.005,0.017,0.05,0.032,0.003,0.061,-0.033,0.039,0.061,0.017,-0.002,0.139,0.382,0.708,1.197,1.618,2.196,2.624,2.736,2.582,2.568,2.395,2.037,1.622,1.316,1.039,0.875,0.571,0.376,0.314,0.15,0.177,0.024,0.009,0.049,0.073,0.034,0.016,-0.081,-0.032,-0.027,-0.024,0.026,-0.015,0.035,0.004,-0.015,0.005,0.019,0.039,-0.021,-0.01,-0.061,0.072,0.065,-0.008,-0.022,-0.056,0.008,0.009,0.098,0.011,-0.035,-0.11,0.063,0.009,-0.072,0.008,-0.072,0.157,0.05,0.026,-0.008,-0.096,-0.006,-0.07,0.027,-0.096,-0.041,0.055,0.074,-0.053,-0.069,0.04,0.038,-0.044,-0.031,-0.031,-0.054,-0.031,0.056,0.031,0.093,-0.004,-0.006,-0.044,-0.006,-0.059,-0.08,0.031,0.065,0.038,0.06,0.011,-0.032,0.004,-0.017,-0.05,-0.076,-0.067,0,0.007,-0.021,0.064,0.008,0.026,0.055,-0.037,-0.089,0.034,-0.031,0.059,0.015,0.045,0.034,-0.094,0.032,-0.03,-0.034,-0.02,0.035,0.04,0.046,-0.075,-0.027,-0.107,-0.005,0.027,-0.034,0.011,0.01,0.045,-0.037,-0.037,-0.034,0.079,0.049,-0.006,0.01,0.005,0.009,-0.009,-0.015,-0.057,-0.029,0.074,0.024,0.003,-0.01,0.003,0.016,-0.029,0.009,0.011,-0.034,-0.036,-0.045,-0.048,0.04,-0.106,-0.012,-0.028,-0.028,0.004,0.051,0.003,-0.006,-0.028,-0.006,0.041,-0.018,-0.052,-0.057,-0.05,-0.063,0.049,0.016,-0.011,0.066,-0.03,0.034,0.036,-0.07,-0.07,-0.042,0.041,0.058,-0.055,0.047,-0.017,-0.018,-0.025,-0.015,-0.082,-0.045,-0.056,0.022,0.094,0.123,-0.015,-0.077,-0.018,-0.042,0.089,0.026,-0.033,0.042,0.024,-0.073,-0.024,-0.011,0.001,0.006,-0.015,0.009,-0.026,-0.04,0.068,0.016,0.02,-0.072,-0.007,0.037,-0.058,0.049,-0.018,0.018,-0.006,0.01,0.054,-0.018,0.07,-0.035,-0.042,0.032,-0.048,-0.017,0.041,0.054,-0.08,0.023,0.085,0.054,-0.011,-0.027,-0.013,-0.052,-0.012,-0.008,-0.007,0.053,-0.01,-0.066,0.047,-0.048,-0.02,-0.006,-0.015,-0.045,-0.011,0.098,-0.027,-0.006,0.051,0.034,0.034,0.039,-0.089,-0.039,0.006,0.022,0.058,0.021,-0.011,0.002,-0.009,0.011,0.03,-0.015,-0.037,-0.038,0.049,0.058,0.045,0.039,0.037,0,0.03,-0.047,-0.009,-0.033,0.033,-0.026,-0.005,0.018,0.061,-0.036,-0.042,0.037,-0.05,0.02,-0.026,-0.005,-0.082,0.032,-0.023,-0.04,0.093,0.032,0.158,0.018,-0.016,0.005,0.072,-0.001,0.02,0.023,-0.041,0.006,-0.023,-0.056,0.039,0.03,0.003,-0.041,-0.09,0.022,-0.004,-0.076,-0.003,-0.068,-0.001,0.006,0.016,0.01,0.008,-0.051,-0.017,-0.023,-0.011,0.012,0.028,0.074,-0.116,0.018,-0.009,0.102,0.042,-0.074,0.018,-0.023,0.045,-0.047,-0.005,-0.006,-0.004,-0.026,-0.083,0.021,0.045,-0.003,-0.046,0.009,0.025,-0.008,-0.001,0.063,-0.05,-0.025,-0.086,-0.031,-0.033,-0.043,-0.031,0.081,-0.009,-0.005,0.099,-0.003,-0.078,0.018,-0.042,0.074,-0.056,-0.026,-0.072,0.004,-0.046,-0.003,-0.017,-0.028,0.042,0.042,0.003,-0.041,-0.048,0.012,0.108,-0.021,-0.035,-0.031,-0.049,-0.044,-0.009,0.065,0,-0.023,-0.073,0.01,-0.001,-0.055,-0.049,-0.002,0.046,0.028,0.009,-0.015,0.014,-0.001,0.098,-0.051,-0.017,0.057,-0.012,0.064,-0.002,0.007,-0.017,-0.062,-0.044,0.1,0.029,0.027,0.043,0.026,0.046,-0.012,-0.01,0.044,-0.016,-0.06,-0.01,-0.025,0.028,-0.032,-0.048,-0.015,0.07,-0.002,0.007,0,0.013,0.042,0.063,-0.074,0.061,0,-0.014,0.108,-0.008,0.088,0.044,-0.046,0.022,0.033,-0.006,-0.105,-0.015,-0.009,-0.05,0.082,-0.011,-0.018,-0.013,-0.035,-0.035,0.004,0.014,-0.023,-0.004,-0.063,0.023,-0.034,0.01,-0.041,-0.023,0.01,-0.055,0.111,-0.002,-0.003,-0.033,0.072,0.062,0.013,-0.062,-0.023,0.028,-0.023,-0.053,-0.053,-0.035,0.001,-0.029,0.001,0.126,0.08,-0.047,0.015,0.004,-0.006,0.047,-0.015,-0.015,-0.017,-0.005,0.058,0.035,-0.06,-0.02,-0.036,0.037,0.01,0.04,-0.003,-0.086,0.02,0.01,0.023,-0.059,0.004,-0.031,-0.031,0.016,0.016,-0.04,-0.077,-0.111,-0.026,0.051,-0.002,-0.101,-0.039,0.019,0.075,0.053,0.017,0.009,-0.048,-0.02,-0.015,-0.035,0.003,-0.018,0.015,0.065,0.033,0.019,-0.011,-0.068,-0.005,0.024,-0.045,0.056,-0.015,0.017,-0.015,-0.057,0.093,-0.052,0.041,-0.025,0.013,-0.036,-0.019,0.041,0.088,-0.038,0,0.043,-0.028,0.032,-0.035,0.027,0.02,0.055,0.016,-0.054,0.03,-0.05,0.034,0.068,0.027,-0.025,0.054,0.008,-0.056,-0.016,0.064,-0.014,0.005,-0.015,-0.076,-0.023,0.016,0.009,-0.008,-0.096,0.055,0.032,0.046,0.059,-0.02,-0.027,0.014,0.075,-0.076,-0.01,-0.032,0.025,0.066,-0.013,-0.056,0.002,-0.013,-0.069,0.04,-0.024,0.031,-0.059,0.049,-0.065,0.047,-0.082,0.062,-0.017,-0.07,-0.011,0.015,-0.045,-0.022,0.012,-0.008,-0.138,-0.019,0.019,0.013,0.045,-0.031,0.115,0.036,0.014,0.049,0.043,0.005,-0.028,0.046,0.019,-0.085,-0.05,0.021,0.005,0.013,0.029,0.007,0.071,-0.027,-0.018,0.015,0.034,0.035,0.067,-0.021,0.053,0.021,-0.047,-0.006,0.094,0.035,-0.021,-0.108,-0.033,-0.032,0.003,0.104,0.034,0.014,-0.042,-0.053,-0.009,-0.021,0.135,-0.018,-0.028,0.051,0.003,-0.056,0.058,-0.014,-0.06,0.014,0.022,-0.015,0.031,0.037,-0.04,-0.093,-0.108,-0.006,0.055,0.045,0.063,0.084,0.001,0.048,-0.069,0.031,0.018,-0.004,-0.02,-0.05,0.006,0.057,-0.017,0.024,-0.03,0.011,-0.045,0.017,-0.01,0.014,-0.027,-0.053,-0.015,0.047,0.071,-0.015,0.036,0.034,0.018,-0.07,0.015,-0.044,0.053,0.035,0.028,-0.114,0.028,0.031,-0.057,0.044,0.003,-0.008,-0.032,-0.046,-0.02,0.139,0.009,0.009,-0.029,-0.028,-0.025,-0.04,0.039,-0.012,0.039,-0.052,0.042,-0.001,0.03,-0.005,-0.04,0.054,-0.02,-0.007,-0.04,0.009,-0.018,0.013,0.016,-0.031,-0.063,0.019,0.041,0.031,-0.052,0.027,0.017,0.013,0.019,-0.015,0.01,0.042,-0.023,-0.065,-0.005,0.009,-0.083,-0.03,0.027,-0.007,0.004,-0.057,0.041,0.079,-0.009,-0.033,-0.052,0.04,0.005,-0.036,0.055,0.034,0.027,-0.079,-0.005,0.028,-0.055,0.042,0.064,0.047,-0.032,-0.032,0.042,0.045,0.055,0.054,-0.004,-0.018,-0.083,0.035,0.102,-0.021,-0.021,0.029,0.017,-0.062,-0.032,-0.049,0.091,-0.032,0.038,0.086,0.085,0.064,0.073,-0.056,-0.016,-0.033,-0.013,0.118,-0.076,0.025,-0.056,0.06,0.058,-0.023,0.093,0.003,0.059,0.014,-0.025,-0.017,-0.005,0.028,0.006,0.106,-0.009,-0.021,-0.032,-0.035,-0.065,-0.044,0.041,0.003,-0.008,0.016,0.048,0.028,0.035,-0.025,-0.012,-0.035,-0.004,-0.037,-0.017,-0.008,-0.01,-0.012,-0.022,0.059,-0.015,-0.046,0.009,-0.049,-0.048,0.004,-0.075,-0.145,0.013,0.047,-0.075,-0.04,0.026,-0.089,-0.039,-0.054,-0.009,-0.089,0.04,-0.006,0.014,-0.015,-0.095,-0.007,-0.06,0,-0.038,-0.014,-0.009,0.035,0.035,-0.045,-0.001,0.066,0.022,-0.033,-0.005,-0.016,0.042,0.002,0.017,0.1,-0.062,-0.046,-0.078,-0.072,0.039,0.013,0.073,-0.089,-0.04,0.065,0.046,0.04,0.039,0.001,0,0.001,0.038,-0.007,0.014,0.065,-0.051,-0.034,0.025,-0.012,-0.007,0.094,0.019,-0.019,0.049,0.113,-0.05,-0.03,0.005,-0.029,0.098,0.024,-0.018,0.022,-0.036,-0.027,0.005,0.107,-0.101,0.019,0.061,0.033,0.087,0.02,0.007,-0.006,-0.039,0.074,-0.053,-0.006,-0.024,-0.035,-0.1,-0.017,0.006,0.006,0.038,-0.007,-0.029,0.014,0.03,-0.041,-0.068,-0.046,0.048,0.045,-0.04,0.005,0.038,0.06,-0.03,-0.011,0.063,0.108,0.069,-0.051,0.02,-0.013,-0.003,-0.03,-0.022,0,0.081,0.031,0.019,0.001,-0.034,-0.01,0.056,0.037,0.088,0.012,-0.001,-0.073,0.018,-0.078,0.069,-0.028,0,-0.061,-0.022,-0.042,0.051,0.011,-0.053,-0.087,-0.003,-0.022,-0.05,0.027,-0.008,0.005,-0.027,-0.026,-0.021,-0.072,0.028,0.018,-0.078,0.005,0.052,0.011,0.058,-0.012,0,-0.058,-0.041,-0.082,-0.04,0.011,0.023,0.052,0.006,-0.045,0.019,-0.007,0.08,0.088,0.043,-0.051,-0.024,0.009,-0.032,0.024,0.031,0.038,0.01,-0.04,-0.038,-0.006,0.06,0.071,0.044,0.016,0.03,0.037,0.058,0.039,-0.069,0.043,0.017,-0.021,0.024,0.013,-0.002,-0.076,0.005,0.025,-0.002,-0.071,0.021,0.032,0.008,0.019,-0.016,-0.03,0.024,-0.016,0.008,0.146,0.032,0.006,-0.073,0.004,0.034,-0.032,-0.011,-0.101,0.025,-0.027,0.031,0.061,-0.007,0.044,0.011,-0.009,-0.013,-0.038,0.058,0.04,-0.045,0.038,-0.033,-0.068,0.054,-0.058,0.053,0.009,0.041,0.023,0.054,0.021,0.034,0.021,0.062,-0.003,0.063,0.088,0.02,0.045,0.004,0.017,0.044,0.02,-0.002,0.039,0.051,0.06,0.079,-0.03,0.116,0.047,0.023,0.043,0.082,0.104,0.051,0.077,0.001,0.083,0.072,0.061,0.122,0.166,0.134,0.055,0.161,0.08,0.096,0.074,0.123,0.13,0.114,0.101,0.106,0.097,0.161,0.097,0.116,0.116,0.094,0.12,0.067,0.153,0.162,0.127,0.212,0.108,0.172,0.171,0.128,0.144,0.197,0.163,0.175,0.228,0.177,0.095,0.14,0.212,0.172,0.132,0.094,0.199,0.255,0.134,0.095,0.217,0.173,0.187,0.188,0.165,0.227,0.251,0.229,0.19,0.264,0.215,0.248,0.183,0.257,0.263,0.29,0.236,0.257,0.214,0.282,0.28,0.296,0.233,0.198,0.252,0.248,0.227,0.29,0.307,0.285,0.32,0.29,0.232,0.252,0.264,0.313,0.326,0.294,0.335,0.256,0.29,0.364,0.32,0.349,0.221,0.234,0.272,0.358,0.388,0.291,0.277,0.278,0.286,0.353,0.317,0.417,0.368,0.308,0.352,0.337,0.382,0.39,0.337,0.394,0.383,0.356,0.374,0.396,0.355,0.342,0.431,0.378,0.354,0.404,0.321,0.392,0.333,0.377,0.321,0.371,0.446,0.402,0.36,0.494,0.393,0.49,0.405,0.367,0.517,0.421,0.477,0.501,0.394,0.46,0.435,0.492,0.469,0.418,0.481,0.517,0.475,0.517,0.474,0.5,0.522,0.518,0.573,0.563,0.563,0.563,0.543,0.489,0.592,0.627,0.565,0.548,0.562,0.622,0.586,0.534,0.574,0.552,0.581,0.554,0.559,0.666,0.65,0.537,0.568,0.594,0.6,0.559,0.661,0.554,0.657,0.66,0.615,0.604,0.638,0.643,0.546,0.585,0.665,0.638,0.626,0.602,0.616,0.615,0.772,0.595,0.719,0.673,0.662,0.662,0.638,0.726,0.678,0.655,0.651,0.666,0.608,0.644,0.632,0.687,0.687,0.579,0.651,0.705,0.605,0.611,0.708,0.659,0.645,0.612,0.674,0.643,0.678,0.688,0.701,0.657,0.649,0.675,0.67,0.683,0.654,0.668,0.654,0.655,0.689,0.735,0.662,0.713,0.704,0.695,0.722,0.669,0.72,0.71,0.545,0.716,0.729,0.791,0.66,0.713,0.726,0.67,0.768,0.737,0.684,0.669,0.705,0.83,0.823,0.621,0.652,0.764,0.733,0.712,0.769,0.749,0.759,0.761,0.703,0.812,0.736,0.809,0.792,0.765,0.772,0.766,0.69,0.759,0.795,0.707,0.715,0.831,0.821,0.72,0.811,0.791,0.839,0.784,0.791,0.77,0.813,0.802,0.781,0.798,0.782,0.845,0.775,0.754,0.783,0.876,0.808,0.861,0.868,0.815,0.874,0.865,0.843,0.817,0.848,0.796,0.843,0.832,0.88,0.878,0.837,0.906,0.923,0.876,0.842],"y_unit":"mAU"}},{"acquired_at":"2026-09-15T09:21:40Z","file_id":"F2","injection_id":"INJ-02","peaks":[{"area":"16.5","area_pct":"0.00","assignment":"blank_peak","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"1.320","exclusion_reason":"Also present in the blank (injection/solvent peak); outside the integration window","height":"2.74","included_in_purity":false,"peak_no":1,"plates":"783","rrt":"0.114","rt_min":"1.120","signal_to_noise":"20","start_min":"1.000","tailing_factor":"1.33","width_half_height_min":"0.094"},{"area":"4.1","area_pct":"0.13","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.140","height":"0.87","included_in_purity":true,"peak_no":2,"plates":"81629","resolution_previous":"55.25","rrt":"0.915","rt_min":"9.004","signal_to_noise":"6","start_min":"8.888","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"21.5","area_pct":"0.68","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.656","height":"4.55","included_in_purity":true,"observed_mass_da":"1361.683","opinion_id":"OP-1","peak_no":3,"plates":"91253","resolution_previous":"4.10","rrt":"0.967","rt_min":"9.520","signal_to_noise":"34","start_min":"9.404","tailing_factor":"1.09","width_half_height_min":"0.074"},{"analyte_id":"A1","area":"3129.8","area_pct":"99.01","assignment":"main","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.986","height":"630.60","included_in_purity":true,"peak_no":4,"plates":"88865","resolution_previous":"2.50","rrt":"1.000","rt_min":"9.842","signal_to_noise":"4671","start_min":"9.722","tailing_factor":"1.10","width_half_height_min":"0.078"},{"area":"3.7","area_pct":"0.12","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"10.349","height":"0.78","included_in_purity":true,"peak_no":5,"plates":"105022","resolution_previous":"2.88","rrt":"1.038","rt_min":"10.213","signal_to_noise":"6","start_min":"10.097","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"1.9","area_pct":"0.06","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"11.087","height":"0.40","included_in_purity":true,"peak_no":6,"plates":"120748","resolution_previous":"5.87","rrt":"1.113","rt_min":"10.951","signal_to_noise":"3","start_min":"10.835","tailing_factor":"1.09","width_half_height_min":"0.074"}],"preparation_no":1,"replicate":1,"role":"sample","sample_name_in_file":"S-260914-9001-V1 prep 1","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"trace":{"decimation":{"method":"min_max","source_points":9601},"encoding":"uniform","x_start":0,"x_step":0.01,"x_unit":"min","y":[-0.012,0.023,-0.01,-0.014,-0.042,-0.01,0.05,0.019,0.047,0.011,0.018,0.008,-0.075,0.038,0.023,0.022,-0.076,-0.078,-0.04,-0.021,0.014,-0.002,0.023,-0.029,0.014,0.018,-0.03,0.077,0.025,0.054,-0.028,-0.033,-0.015,-0.005,0.028,0.011,-0.02,-0.043,-0.023,0.055,-0.036,0.011,0.019,-0.067,0.002,0.059,-0.091,-0.014,-0.005,-0.037,0.022,-0.003,-0.066,0.037,0.03,0.043,0.065,0.016,0.005,-0.058,0.028,-0.028,-0.02,-0.057,-0.044,-0.024,0.058,-0.091,-0.066,0.011,0.065,0.026,-0.085,-0.113,0.016,-0.033,-0.05,0.044,0.05,0.007,0.011,0.02,0.072,0.028,0.023,0.025,-0.071,0.058,0.043,0.024,-0.089,-0.029,0.038,-0.082,-0.008,0.046,-0.059,0.072,0.025,-0.007,0.016,0.033,0.016,0.082,0.049,0.162,0.418,0.685,1.088,1.706,2.262,2.574,2.681,2.682,2.525,2.278,2.055,1.617,1.392,0.972,0.727,0.571,0.422,0.283,0.169,0.1,0.061,0.056,0.008,0.021,0.03,0.002,0.035,0.026,0.091,0.015,-0.019,-0.017,-0.001,0.042,-0.015,0.017,0.083,-0.115,-0.051,0.011,0.018,0.011,-0.019,0.029,0.013,-0.023,0.109,0.016,-0.025,-0.004,-0.01,-0.003,-0.123,-0.022,0.045,-0.053,-0.003,0.043,0.039,0.067,-0.077,-0.016,-0.015,0.028,0.049,-0.121,0.049,-0.065,0.031,-0.067,0.008,0.054,-0.007,0.009,0.036,0.006,-0.004,0.069,0.047,-0.013,0.124,-0.052,0.041,-0.012,0.006,0.032,0.01,0.029,-0.069,-0.068,0.028,-0.043,-0.046,-0.066,0.057,0.034,0.066,-0.042,0,-0.051,0.034,0.072,-0.04,0.07,0.044,-0.008,-0.089,0.063,-0.004,-0.027,0.018,0.018,0.067,-0.046,0.051,0.067,0.065,-0.008,-0.033,0.046,0.005,0.006,0.064,-0.012,-0.103,-0.017,-0.083,0.037,0.014,-0.028,0,0.037,0.004,0.06,-0.003,0.047,0.067,0.072,-0.03,0.04,-0.084,-0.049,-0.088,0.048,-0.055,-0.001,-0.009,-0.001,-0.027,0.011,0.081,0.002,0.024,0.045,-0.009,-0.057,-0.025,0.048,-0.074,-0.027,0.045,0.036,0,0.036,0.007,-0.053,-0.07,-0.029,0.042,-0.025,-0.041,-0.035,-0.069,-0.005,-0.053,0.016,-0.106,0.015,-0.029,-0.087,0.033,-0.012,-0.1,-0.039,0.013,-0.021,0.035,0.034,0.03,0.015,0.06,0.03,0.02,-0.094,0.04,0.059,-0.013,-0.021,0.087,-0.079,0.021,0.109,-0.042,0.031,0.085,-0.005,0.025,0.041,-0.041,-0.004,0.013,0.037,-0.002,-0.009,-0.046,-0.016,0.04,0.005,-0.038,-0.038,0.12,0.051,0.029,-0.117,0.028,0.022,0.076,0.019,-0.003,0.024,-0.087,0.046,0.015,-0.032,0.06,0.081,-0.063,-0.03,0.013,0.008,-0.018,-0.044,0.095,0.047,-0.054,-0.061,0.077,0.045,0.082,0.036,-0.039,0.012,-0.097,-0.034,-0.003,0.024,-0.033,-0.006,0.021,0.017,0.029,0.009,-0.015,0.036,0.002,-0.037,-0.028,0,-0.005,0.007,0,0.008,-0.006,-0.057,0.019,0.047,0.02,-0.009,0.02,-0.043,-0.085,0.003,-0.042,0.033,-0.049,-0.118,-0.047,0.071,-0.017,-0.062,-0.034,0.023,0.022,0.008,0.067,0.032,-0.001,0.027,0.074,0.044,0.046,-0.049,-0.007,0.033,-0.013,0.048,0.027,0.041,-0.01,0.115,0.056,-0.01,0.004,0.117,-0.015,0.039,0.044,0,-0.053,0.008,0.016,0.051,0.035,0.001,0.038,0.024,0.009,0.002,-0.011,0.031,-0.047,-0.028,0,-0.066,-0.02,-0.09,-0.031,0.026,0.025,-0.002,-0.01,-0.064,0.082,0.023,0.049,-0.04,-0.008,-0.082,0.035,0.042,-0.085,-0.002,0.028,-0.079,-0.082,-0.048,-0.028,-0.063,0.001,0.011,0.029,0.032,0.068,0.052,-0.059,-0.023,-0.048,-0.048,-0.004,0,0.022,-0.071,-0.056,-0.001,-0.009,-0.014,-0.003,-0.034,0.032,0.016,-0.004,-0.03,-0.008,-0.122,-0.044,0.002,-0.068,0.009,0.007,-0.062,-0.011,-0.014,0.021,0.028,-0.002,-0.038,-0.006,-0.003,0.033,0.013,-0.033,-0.061,-0.017,-0.033,-0.05,-0.005,-0.022,0.005,0.024,-0.019,0.105,-0.014,0.05,0.005,0.05,-0.107,-0.034,0.011,0.027,0.105,0.015,0.058,0.034,0.043,0.023,-0.007,0.023,-0.049,0.053,-0.046,0.011,0.095,-0.01,0.001,0.052,0.001,-0.036,0.012,0.026,0.032,-0.035,0.079,0.075,0.001,0.012,-0.019,0.064,-0.032,0.03,-0.022,-0.031,0.032,0.06,0,-0.03,0.037,-0.002,0.014,0.069,0.051,-0.023,0.103,0,0.035,-0.029,-0.002,-0.079,0.08,0.061,-0.055,-0.068,-0.073,0.053,-0.021,-0.003,-0.014,-0.005,-0.049,0.001,-0.065,-0.003,0.014,0.021,-0.01,-0.041,0.007,-0.022,0.07,0.035,-0.005,-0.021,-0.032,-0.042,-0.016,0.013,0.023,0.026,0.094,-0.032,0.001,0.126,-0.084,-0.023,0.008,0.007,0.018,-0.011,0.016,0.002,0.035,-0.085,-0.04,0,-0.046,-0.047,0.028,-0.029,0.029,0.034,0.014,0.023,-0.005,-0.063,-0.001,0.02,-0.024,-0.004,0.034,-0.04,0.029,0.084,-0.025,0.007,-0.007,0.069,0.014,0.04,-0.031,-0.001,0,-0.08,0.065,0.04,-0.079,0.033,-0.006,0.02,0.016,-0.067,-0.01,0.067,-0.026,-0.046,-0.061,-0.055,0.015,0.076,0.019,0.011,0.101,-0.023,-0.03,0.024,0.025,-0.046,-0.053,0.013,0.011,-0.059,-0.009,-0.024,0.021,-0.005,-0.004,-0.016,0.047,0.063,-0.017,0.038,-0.034,0.003,0.034,0.068,-0.017,-0.003,0.009,-0.067,0.001,-0.03,0.017,-0.051,-0.089,0.002,0.012,-0.025,0.04,-0.012,-0.027,0.021,-0.071,-0.03,-0.001,0.038,-0.007,0.014,-0.029,0.014,0.075,-0.031,0.106,-0.029,0.001,0.008,0.046,-0.056,-0.095,0.027,0.036,0.028,0.118,0.009,0.011,0.042,0.017,0.075,-0.056,-0.017,-0.155,0.037,-0.017,0.042,0.097,0,-0.011,-0.022,-0.038,-0.028,0.029,0.002,0.003,-0.008,0.041,0.022,-0.006,0.03,-0.007,-0.052,0.065,0.021,-0.043,0.049,0.016,-0.07,0.072,0.015,0.04,0.009,-0.007,-0.07,0.044,0.001,-0.013,0.016,0.004,0.03,-0.017,-0.002,-0.096,-0.019,0.03,0.06,-0.016,-0.005,0.071,-0.015,0.033,0.076,0.002,0.055,-0.032,0.009,-0.003,0.005,0.051,0.108,-0.03,-0.026,0.022,-0.047,0.022,0.026,-0.012,0.024,-0.07,0.034,-0.07,-0.031,-0.025,-0.018,0.039,0.004,-0.018,0.024,0.071,0,0.016,0.056,0.012,-0.058,0.112,0.099,-0.089,-0.002,0.019,0.043,0.03,-0.012,-0.047,0.005,0.047,-0.049,-0.046,-0.001,-0.087,-0.012,-0.02,0.02,-0.032,-0.04,-0.018,-0.002,-0.03,0.001,0.034,0.053,0.077,-0.035,-0.019,-0.112,0.085,-0.033,-0.002,0.024,-0.061,0.021,-0.001,-0.082,0.013,0.054,-0.084,0.036,0.009,0.021,0.02,0.059,-0.01,0.039,-0.018,0.033,-0.037,-0.005,0.078,0.02,-0.007,-0.052,-0.036,0.009,0.042,0.019,0.024,-0.002,0.061,-0.018,-0.025,0.04,0.003,-0.013,-0.026,-0.012,0.028,0.016,-0.054,0.019,0.008,-0.044,0.039,0,0.018,0.112,0.212,0.243,0.455,0.575,0.874,0.835,0.906,0.746,0.683,0.594,0.232,0.203,0.154,0.067,0.005,0.113,0.01,-0.071,0.039,-0.077,0.052,-0.026,0.007,0.057,0.005,-0.063,-0.076,0.053,0.033,-0.037,0.039,0.022,0.029,-0.102,-0.014,0.041,0.033,0.04,-0.111,0.008,0.022,0.115,-0.043,-0.015,0.002,0.041,-0.017,0.064,0.001,0.113,0.223,0.542,0.997,1.684,2.711,3.597,4.258,4.554,4.397,3.779,3.075,2.299,1.565,0.943,0.451,0.341,0.152,0.061,0.012,0.021,-0.016,-0.045,-0.033,-0.026,-0.026,-0.044,0.068,0.103,0.623,1.902,5.739,15.108,35.408,74.491,140.396,236.679,356.941,481.897,582.127,629.182,615.227,556.538,466.045,361.294,259.275,172.218,105.924,60.295,31.772,15.501,6.928,2.914,1.133,0.363,0.134,0.065,0.004,0.097,-0.117,-0.009,-0.082,0.044,0.119,-0.113,0.006,0.024,-0.012,0.029,-0.088,0.071,0.09,0.148,0.233,0.437,0.547,0.715,0.752,0.662,0.687,0.578,0.465,0.26,0.19,0.14,0.067,0.085,0.103,-0.035,-0.084,0.039,0.069,0.042,0.037,-0.028,-0.032,0.04,-0.041,-0.082,-0.045,0.112,0.087,-0.031,-0.033,0.01,-0.034,0.059,-0.004,-0.049,0.059,-0.026,0.01,-0.001,-0.014,0.015,-0.031,-0.083,-0.099,-0.057,-0.034,-0.001,0.002,0.025,0.005,-0.036,-0.032,-0.095,-0.008,0.022,0.024,-0.005,-0.008,0.042,0.001,0.033,0.026,0.01,0.059,-0.026,-0.016,-0.036,-0.035,0.073,0.087,0.021,0.07,0.139,0.185,0.282,0.253,0.346,0.423,0.454,0.349,0.241,0.193,0.113,0.051,0.119,-0.001,0.014,0.103,0.056,0.016,-0.027,0.019,0.073,0.028,0.057,0.004,0.023,-0.009,0.019,0.059,-0.064,-0.003,0.011,-0.026,-0.014,0.035,0.09,0.028,0.015,-0.07,0.087,0.003,-0.002,-0.05,-0.003,-0.049,0.003,0.021,0.001,0.013,-0.038,0.064,-0.029,-0.082,-0.008,-0.034,-0.045,-0.016,0.013,-0.053,-0.006,0.064,0.031,-0.007,0.006,-0.005,-0.002,0.033,-0.004,-0.108,-0.001,-0.04,0.029,-0.027,0.007,0.098,-0.047,-0.051,-0.064,-0.108,-0.085,0.016,-0.029,-0.084,-0.067,0.028,-0.035,-0.017,0.015,0.061,0.087,0.046,0.006,0.008,0.081,0.064,-0.014,0.021,0.013,0.002,-0.023,-0.06,-0.024,-0.069,0.055,0.024,-0.054,0.063,0.04,-0.086,0.083,0.036,0.093,-0.055,0.024,0.019,0.009,0.008,0.047,-0.067,-0.056,-0.063,-0.025,-0.027,0.017,0.012,0.001,-0.03,-0.02,0.043,0.034,0.005,-0.015,0.07,-0.027,0.029,0.052,-0.012,0.037,-0.05,0.046,0.009,-0.071,0.03,-0.04,0.058,-0.031,-0.007,0.013,-0.015,0.012,-0.025,0.03,0,0.009,-0.124,0.052,0.001,-0.08,0.004,0.021,0.048,-0.049,0.072,-0.002,0.115,0.003,0.043,-0.001,-0.033,0.069,0.063,0.094,0.066,0.004,-0.042,0.006,0.007,0.003,0.069,0.06,0.035,0.058,0.046,0.065,0.091,0.103,0.032,-0.003,0.132,0.075,0.122,0.001,0.063,0.081,0.018,0.062,0.12,0.139,0.164,0.056,0.034,0.123,0.145,0.114,0.049,0.145,0.148,0.14,0.096,0.134,0.158,0.1,0.045,0.145,0.154,0.136,0.178,0.114,0.139,0.131,0.173,0.222,0.141,0.247,0.226,0.196,0.189,0.245,0.159,0.165,0.125,0.196,0.238,0.204,0.202,0.176,0.195,0.126,0.24,0.177,0.148,0.166,0.165,0.243,0.255,0.149,0.254,0.255,0.191,0.153,0.189,0.196,0.243,0.214,0.141,0.246,0.168,0.281,0.188,0.214,0.209,0.226,0.311,0.293,0.285,0.274,0.193,0.242,0.243,0.226,0.295,0.242,0.246,0.233,0.19,0.312,0.347,0.298,0.249,0.173,0.305,0.355,0.316,0.347,0.374,0.361,0.293,0.362,0.352,0.251,0.304,0.261,0.323,0.356,0.284,0.242,0.396,0.357,0.409,0.285,0.395,0.443,0.443,0.346,0.37,0.353,0.407,0.412,0.371,0.309,0.406,0.354,0.406,0.392,0.456,0.436,0.367,0.406,0.472,0.371,0.417,0.454,0.459,0.428,0.348,0.353,0.424,0.432,0.532,0.381,0.474,0.46,0.352,0.393,0.44,0.413,0.431,0.461,0.406,0.466,0.419,0.425,0.477,0.429,0.47,0.532,0.464,0.458,0.501,0.454,0.521,0.417,0.505,0.457,0.447,0.565,0.449,0.569,0.522,0.56,0.454,0.554,0.568,0.5,0.502,0.621,0.52,0.496,0.489,0.54,0.537,0.533,0.605,0.515,0.554,0.601,0.492,0.587,0.625,0.484,0.498,0.503,0.469,0.575,0.474,0.582,0.628,0.492,0.553,0.484,0.608,0.542,0.566,0.582,0.607,0.569,0.588,0.565,0.598,0.542,0.6,0.513,0.58,0.691,0.611,0.553,0.624,0.571,0.543,0.587,0.656,0.642,0.623,0.588,0.584,0.696,0.649,0.597,0.548,0.583,0.759,0.598,0.649,0.664,0.65,0.647,0.601,0.618,0.743,0.636,0.711,0.599,0.665,0.692,0.729,0.634,0.714,0.707,0.659,0.716,0.657,0.664,0.702,0.583,0.703,0.665,0.647,0.696,0.752,0.702,0.779,0.673,0.668,0.8,0.75,0.778,0.7,0.776,0.754,0.774,0.749,0.804,0.723,0.712,0.691,0.812,0.729,0.718,0.725,0.75,0.715,0.762,0.749,0.755,0.739,0.787,0.767,0.795,0.804,0.81,0.699,0.776,0.767,0.84,0.737,0.778,0.799,0.8,0.862,0.8,0.866,0.759,0.746,0.885,0.852,0.857,0.843,0.862,0.788,0.888,0.824,0.894,0.856,0.766,0.8,0.911,0.856,0.847,0.878,0.851,0.848,0.88],"y_unit":"mAU"},"vial_no":1},{"acquired_at":"2026-09-15T09:40:02Z","file_id":"F3","injection_id":"INJ-03","peaks":[{"area":"16.5","area_pct":"0.00","assignment":"blank_peak","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"1.320","exclusion_reason":"Also present in the blank (injection/solvent peak); outside the integration window","height":"2.74","included_in_purity":false,"peak_no":1,"plates":"783","rrt":"0.114","rt_min":"1.120","signal_to_noise":"20","start_min":"1.000","tailing_factor":"1.33","width_half_height_min":"0.094"},{"area":"4.2","area_pct":"0.13","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.140","height":"0.88","included_in_purity":true,"peak_no":2,"plates":"81629","resolution_previous":"55.25","rrt":"0.915","rt_min":"9.004","signal_to_noise":"6","start_min":"8.888","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"21.8","area_pct":"0.69","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.656","height":"4.60","included_in_purity":true,"observed_mass_da":"1361.683","opinion_id":"OP-1","peak_no":3,"plates":"91253","resolution_previous":"4.10","rrt":"0.967","rt_min":"9.520","signal_to_noise":"34","start_min":"9.404","tailing_factor":"1.09","width_half_height_min":"0.074"},{"analyte_id":"A1","area":"3107.9","area_pct":"98.99","assignment":"main","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.988","height":"626.20","included_in_purity":true,"peak_no":4,"plates":"88902","resolution_previous":"2.52","rrt":"1.000","rt_min":"9.844","signal_to_noise":"4639","start_min":"9.724","tailing_factor":"1.10","width_half_height_min":"0.078"},{"area":"3.7","area_pct":"0.12","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"10.349","height":"0.79","included_in_purity":true,"peak_no":5,"plates":"105022","resolution_previous":"2.87","rrt":"1.037","rt_min":"10.213","signal_to_noise":"6","start_min":"10.097","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"1.9","area_pct":"0.06","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"11.087","height":"0.41","included_in_purity":true,"peak_no":6,"plates":"120748","resolution_previous":"5.87","rrt":"1.112","rt_min":"10.951","signal_to_noise":"3","start_min":"10.835","tailing_factor":"1.09","width_half_height_min":"0.074"}],"preparation_no":1,"replicate":2,"role":"sample","sample_name_in_file":"S-260914-9001-V1 prep 1","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"vial_no":1}],"instrument_ids":["INS-EX-UHPLC1"],"integration":{"area_reject":"0.5","baseline":"valley_to_valley","blank_subtraction":false,"events":[],"height_reject":"0.10","integration_window_min":{"end":"14.00","start":"2.00"},"manual_integration":false,"peak_width_min":"0.04","peaks_excluded_rule":"Peaks that also appear in the blank injection at the same retention time (+/- 0.05 min) are excluded. The void volume before 2.00 min is not integrated.","processing_method":{"name":"EX-PEPTIDE-PURITY","version":"1"},"reporting_threshold_pct":"0.05","slope_sensitivity":"1.0","software":{"name":"Example data system","version":"0.0"}},"limits":{"basis":"signal_to_noise_3_and_10","lod":"0.02","loq":"0.05","source_ref":"EX-VAL-001 section 6","unit":"% area"},"method":{"accreditation":"not_accredited","method_id":"EX-M-001","technique":"RP-UHPLC-UV, 214 nm, area normalisation","title":"Peptide purity by RP-UHPLC-UV","validation_report_ref":"EX-VAL-001","validation_status":"validated","version":1},"performed_by_lab":{"kind":"in_house","site_id":"example-site"},"raw_file_ids":["F1","F2","F3"],"results":{"impurities":[{"area_pct":"0.13","rrt":"0.915","rt_min":"9.004"},{"area_pct":"0.69","observed_mass_da":"1361.683","opinion_id":"OP-1","rrt":"0.967","rt_min":"9.520"},{"area_pct":"0.12","rrt":"1.038","rt_min":"10.213"},{"area_pct":"0.06","rrt":"1.113","rt_min":"10.951"}],"largest_single_impurity":{"rrt":"0.967","rt_min":"9.520","value":{"kind":"measured","unit":"% area","value":"0.69"}},"mode":"single_analyte","purity":[{"analyte_id":"A1","injection_ids":["INJ-02","INJ-03"],"replicate_values":["99.01","98.99"],"value":{"kind":"measured","uncertainty":{"basis":"validation_intermediate_precision","coverage":"approx_95_percent","k":"2","source_ref":"EX-VAL-001 section 8","type":"absolute","value":"0.3"},"unit":"% area","value":"99.0"}}],"total_impurities":{"kind":"measured","unit":"% area","value":"1.00"}},"specification":{"applied":true,"criteria":[{"analyte_id":"A1","lower":"98.0","operator":">=","parameter":"purity_area_pct","unit":"% area"}],"decision_rule_id":"DR-SIMPLE","source":"client_requested","source_ref":"Client order O-7K2M9Q4D"},"started_at":"2026-09-15T08:05:00Z","system_suitability":{"criteria":[{"applies_to":"BPC-157 and impurity at RRT 0.967","limit":"1.5","measured":"2.50","operator":">=","parameter":"resolution","passed":true},{"applies_to":"BPC-157","limit":"1.8","measured":"1.10","operator":"<=","parameter":"tailing_factor","passed":true},{"applies_to":"BPC-157 area, 5 standard injections","limit":"2.0","measured":"0.42","operator":"<=","parameter":"repeatability_rsd","passed":true,"unit":"%"},{"applies_to":"0.05 % sensitivity solution","limit":"10","measured":"14","operator":">=","parameter":"signal_to_noise","passed":true},{"applies_to":"Blank at BPC-157 RT","limit":"0.05","measured":"0.00","operator":"<=","parameter":"blank_interference","passed":true,"unit":"% area"}],"injection_ids":["INJ-02","INJ-03"],"status":"passed"},"technical_reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"test_id":"T2","type":"hplc_purity","vial_nos":[1]},{"analysts":[{"name":"Example analyst A","role":"Analyst","staff_id":"ST-DEMO-A"}],"analyte_ids":["A1"],"basis":"free_base","calibration":{"check_standard":{"acceptance":"98.0-102.0 %","found":"0.2493","nominal":"0.250","passed":true,"recovery_pct":"99.7"},"concentration_unit":"mg/mL","intercept":"-3.1","levels":[{"concentration":"0.050","level_no":1,"response":"303.6"},{"concentration":"0.100","level_no":2,"response":"606.1"},{"concentration":"0.250","level_no":3,"response":"1526.6"},{"concentration":"0.400","level_no":4,"response":"2440.7"},{"concentration":"0.600","level_no":5,"response":"3665.1"}],"model":"linear","r_squared":"0.99997","range":{"high":"0.600","low":"0.050"},"reference_standard_id":"RS-EX-BPC157-01","response_unit":"mAU*s","slope":"6112.4","through_origin":false,"weighting":"none"},"completed_at":"2026-09-15T11:30:00Z","conclusion":{"verdict":"reported_only"},"conditions":{"autosampler_temp_c":"8","column":{"chemistry":"C18, wide pore","internal_diameter_mm":"2.1","length_mm":"150","name":"C18 peptide column","particle_um":"1.7","pore_size_a":"300","serial_or_lot":"EX-COL-0101"},"column_temp_c":"60","detection":"DAD 214 nm (bandwidth 4 nm), reference off","flow_ml_min":"0.30","gradient":[{"percent_b":"5","time_min":"0.0"},{"percent_b":"5","time_min":"1.0"},{"percent_b":"45","time_min":"13.0"},{"percent_b":"95","time_min":"13.5"},{"percent_b":"95","time_min":"14.5"},{"percent_b":"5","time_min":"14.6"},{"percent_b":"5","time_min":"16.0"}],"injection_volume_ul":"2.0","mobile_phase_a":"0.1 % TFA in water","mobile_phase_b":"0.1 % TFA in acetonitrile","run_time_min":"16.0","sample_preparation":{"diluent":"Water/acetonitrile 90:10 with 0.1 % TFA","dilution_factor":"10.0","nominal_concentration_mg_ml":"0.500","procedure":"Whole vial dissolved in 2.000 mL diluent (vial 1) or in 2.000 mL LAL reagent water (vial 2), then diluted 1:10 in diluent. Two injections per preparation.","reconstitution_volume_ml":"2.000","whole_vial":true}},"injections":[{"acquired_at":"2026-09-15T09:21:40Z","file_id":"F2","injection_id":"INJ-02","peaks":[{"area":"16.5","area_pct":"0.00","assignment":"blank_peak","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"1.320","exclusion_reason":"Also present in the blank (injection/solvent peak); outside the integration window","height":"2.74","included_in_purity":false,"peak_no":1,"plates":"783","rrt":"0.114","rt_min":"1.120","signal_to_noise":"20","start_min":"1.000","tailing_factor":"1.33","width_half_height_min":"0.094"},{"area":"4.1","area_pct":"0.13","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.140","height":"0.87","included_in_purity":true,"peak_no":2,"plates":"81629","resolution_previous":"55.25","rrt":"0.915","rt_min":"9.004","signal_to_noise":"6","start_min":"8.888","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"21.5","area_pct":"0.68","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.656","height":"4.55","included_in_purity":true,"observed_mass_da":"1361.683","opinion_id":"OP-1","peak_no":3,"plates":"91253","resolution_previous":"4.10","rrt":"0.967","rt_min":"9.520","signal_to_noise":"34","start_min":"9.404","tailing_factor":"1.09","width_half_height_min":"0.074"},{"analyte_id":"A1","area":"3129.8","area_pct":"99.01","assignment":"main","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.986","height":"630.60","included_in_purity":true,"peak_no":4,"plates":"88865","resolution_previous":"2.50","rrt":"1.000","rt_min":"9.842","signal_to_noise":"4671","start_min":"9.722","tailing_factor":"1.10","width_half_height_min":"0.078"},{"area":"3.7","area_pct":"0.12","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"10.349","height":"0.78","included_in_purity":true,"peak_no":5,"plates":"105022","resolution_previous":"2.88","rrt":"1.038","rt_min":"10.213","signal_to_noise":"6","start_min":"10.097","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"1.9","area_pct":"0.06","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"11.087","height":"0.40","included_in_purity":true,"peak_no":6,"plates":"120748","resolution_previous":"5.87","rrt":"1.113","rt_min":"10.951","signal_to_noise":"3","start_min":"10.835","tailing_factor":"1.09","width_half_height_min":"0.074"}],"preparation_no":1,"replicate":1,"role":"sample","sample_name_in_file":"S-260914-9001-V1 prep 1","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"trace":{"decimation":{"method":"min_max","source_points":9601},"encoding":"uniform","x_start":0,"x_step":0.01,"x_unit":"min","y":[-0.012,0.023,-0.01,-0.014,-0.042,-0.01,0.05,0.019,0.047,0.011,0.018,0.008,-0.075,0.038,0.023,0.022,-0.076,-0.078,-0.04,-0.021,0.014,-0.002,0.023,-0.029,0.014,0.018,-0.03,0.077,0.025,0.054,-0.028,-0.033,-0.015,-0.005,0.028,0.011,-0.02,-0.043,-0.023,0.055,-0.036,0.011,0.019,-0.067,0.002,0.059,-0.091,-0.014,-0.005,-0.037,0.022,-0.003,-0.066,0.037,0.03,0.043,0.065,0.016,0.005,-0.058,0.028,-0.028,-0.02,-0.057,-0.044,-0.024,0.058,-0.091,-0.066,0.011,0.065,0.026,-0.085,-0.113,0.016,-0.033,-0.05,0.044,0.05,0.007,0.011,0.02,0.072,0.028,0.023,0.025,-0.071,0.058,0.043,0.024,-0.089,-0.029,0.038,-0.082,-0.008,0.046,-0.059,0.072,0.025,-0.007,0.016,0.033,0.016,0.082,0.049,0.162,0.418,0.685,1.088,1.706,2.262,2.574,2.681,2.682,2.525,2.278,2.055,1.617,1.392,0.972,0.727,0.571,0.422,0.283,0.169,0.1,0.061,0.056,0.008,0.021,0.03,0.002,0.035,0.026,0.091,0.015,-0.019,-0.017,-0.001,0.042,-0.015,0.017,0.083,-0.115,-0.051,0.011,0.018,0.011,-0.019,0.029,0.013,-0.023,0.109,0.016,-0.025,-0.004,-0.01,-0.003,-0.123,-0.022,0.045,-0.053,-0.003,0.043,0.039,0.067,-0.077,-0.016,-0.015,0.028,0.049,-0.121,0.049,-0.065,0.031,-0.067,0.008,0.054,-0.007,0.009,0.036,0.006,-0.004,0.069,0.047,-0.013,0.124,-0.052,0.041,-0.012,0.006,0.032,0.01,0.029,-0.069,-0.068,0.028,-0.043,-0.046,-0.066,0.057,0.034,0.066,-0.042,0,-0.051,0.034,0.072,-0.04,0.07,0.044,-0.008,-0.089,0.063,-0.004,-0.027,0.018,0.018,0.067,-0.046,0.051,0.067,0.065,-0.008,-0.033,0.046,0.005,0.006,0.064,-0.012,-0.103,-0.017,-0.083,0.037,0.014,-0.028,0,0.037,0.004,0.06,-0.003,0.047,0.067,0.072,-0.03,0.04,-0.084,-0.049,-0.088,0.048,-0.055,-0.001,-0.009,-0.001,-0.027,0.011,0.081,0.002,0.024,0.045,-0.009,-0.057,-0.025,0.048,-0.074,-0.027,0.045,0.036,0,0.036,0.007,-0.053,-0.07,-0.029,0.042,-0.025,-0.041,-0.035,-0.069,-0.005,-0.053,0.016,-0.106,0.015,-0.029,-0.087,0.033,-0.012,-0.1,-0.039,0.013,-0.021,0.035,0.034,0.03,0.015,0.06,0.03,0.02,-0.094,0.04,0.059,-0.013,-0.021,0.087,-0.079,0.021,0.109,-0.042,0.031,0.085,-0.005,0.025,0.041,-0.041,-0.004,0.013,0.037,-0.002,-0.009,-0.046,-0.016,0.04,0.005,-0.038,-0.038,0.12,0.051,0.029,-0.117,0.028,0.022,0.076,0.019,-0.003,0.024,-0.087,0.046,0.015,-0.032,0.06,0.081,-0.063,-0.03,0.013,0.008,-0.018,-0.044,0.095,0.047,-0.054,-0.061,0.077,0.045,0.082,0.036,-0.039,0.012,-0.097,-0.034,-0.003,0.024,-0.033,-0.006,0.021,0.017,0.029,0.009,-0.015,0.036,0.002,-0.037,-0.028,0,-0.005,0.007,0,0.008,-0.006,-0.057,0.019,0.047,0.02,-0.009,0.02,-0.043,-0.085,0.003,-0.042,0.033,-0.049,-0.118,-0.047,0.071,-0.017,-0.062,-0.034,0.023,0.022,0.008,0.067,0.032,-0.001,0.027,0.074,0.044,0.046,-0.049,-0.007,0.033,-0.013,0.048,0.027,0.041,-0.01,0.115,0.056,-0.01,0.004,0.117,-0.015,0.039,0.044,0,-0.053,0.008,0.016,0.051,0.035,0.001,0.038,0.024,0.009,0.002,-0.011,0.031,-0.047,-0.028,0,-0.066,-0.02,-0.09,-0.031,0.026,0.025,-0.002,-0.01,-0.064,0.082,0.023,0.049,-0.04,-0.008,-0.082,0.035,0.042,-0.085,-0.002,0.028,-0.079,-0.082,-0.048,-0.028,-0.063,0.001,0.011,0.029,0.032,0.068,0.052,-0.059,-0.023,-0.048,-0.048,-0.004,0,0.022,-0.071,-0.056,-0.001,-0.009,-0.014,-0.003,-0.034,0.032,0.016,-0.004,-0.03,-0.008,-0.122,-0.044,0.002,-0.068,0.009,0.007,-0.062,-0.011,-0.014,0.021,0.028,-0.002,-0.038,-0.006,-0.003,0.033,0.013,-0.033,-0.061,-0.017,-0.033,-0.05,-0.005,-0.022,0.005,0.024,-0.019,0.105,-0.014,0.05,0.005,0.05,-0.107,-0.034,0.011,0.027,0.105,0.015,0.058,0.034,0.043,0.023,-0.007,0.023,-0.049,0.053,-0.046,0.011,0.095,-0.01,0.001,0.052,0.001,-0.036,0.012,0.026,0.032,-0.035,0.079,0.075,0.001,0.012,-0.019,0.064,-0.032,0.03,-0.022,-0.031,0.032,0.06,0,-0.03,0.037,-0.002,0.014,0.069,0.051,-0.023,0.103,0,0.035,-0.029,-0.002,-0.079,0.08,0.061,-0.055,-0.068,-0.073,0.053,-0.021,-0.003,-0.014,-0.005,-0.049,0.001,-0.065,-0.003,0.014,0.021,-0.01,-0.041,0.007,-0.022,0.07,0.035,-0.005,-0.021,-0.032,-0.042,-0.016,0.013,0.023,0.026,0.094,-0.032,0.001,0.126,-0.084,-0.023,0.008,0.007,0.018,-0.011,0.016,0.002,0.035,-0.085,-0.04,0,-0.046,-0.047,0.028,-0.029,0.029,0.034,0.014,0.023,-0.005,-0.063,-0.001,0.02,-0.024,-0.004,0.034,-0.04,0.029,0.084,-0.025,0.007,-0.007,0.069,0.014,0.04,-0.031,-0.001,0,-0.08,0.065,0.04,-0.079,0.033,-0.006,0.02,0.016,-0.067,-0.01,0.067,-0.026,-0.046,-0.061,-0.055,0.015,0.076,0.019,0.011,0.101,-0.023,-0.03,0.024,0.025,-0.046,-0.053,0.013,0.011,-0.059,-0.009,-0.024,0.021,-0.005,-0.004,-0.016,0.047,0.063,-0.017,0.038,-0.034,0.003,0.034,0.068,-0.017,-0.003,0.009,-0.067,0.001,-0.03,0.017,-0.051,-0.089,0.002,0.012,-0.025,0.04,-0.012,-0.027,0.021,-0.071,-0.03,-0.001,0.038,-0.007,0.014,-0.029,0.014,0.075,-0.031,0.106,-0.029,0.001,0.008,0.046,-0.056,-0.095,0.027,0.036,0.028,0.118,0.009,0.011,0.042,0.017,0.075,-0.056,-0.017,-0.155,0.037,-0.017,0.042,0.097,0,-0.011,-0.022,-0.038,-0.028,0.029,0.002,0.003,-0.008,0.041,0.022,-0.006,0.03,-0.007,-0.052,0.065,0.021,-0.043,0.049,0.016,-0.07,0.072,0.015,0.04,0.009,-0.007,-0.07,0.044,0.001,-0.013,0.016,0.004,0.03,-0.017,-0.002,-0.096,-0.019,0.03,0.06,-0.016,-0.005,0.071,-0.015,0.033,0.076,0.002,0.055,-0.032,0.009,-0.003,0.005,0.051,0.108,-0.03,-0.026,0.022,-0.047,0.022,0.026,-0.012,0.024,-0.07,0.034,-0.07,-0.031,-0.025,-0.018,0.039,0.004,-0.018,0.024,0.071,0,0.016,0.056,0.012,-0.058,0.112,0.099,-0.089,-0.002,0.019,0.043,0.03,-0.012,-0.047,0.005,0.047,-0.049,-0.046,-0.001,-0.087,-0.012,-0.02,0.02,-0.032,-0.04,-0.018,-0.002,-0.03,0.001,0.034,0.053,0.077,-0.035,-0.019,-0.112,0.085,-0.033,-0.002,0.024,-0.061,0.021,-0.001,-0.082,0.013,0.054,-0.084,0.036,0.009,0.021,0.02,0.059,-0.01,0.039,-0.018,0.033,-0.037,-0.005,0.078,0.02,-0.007,-0.052,-0.036,0.009,0.042,0.019,0.024,-0.002,0.061,-0.018,-0.025,0.04,0.003,-0.013,-0.026,-0.012,0.028,0.016,-0.054,0.019,0.008,-0.044,0.039,0,0.018,0.112,0.212,0.243,0.455,0.575,0.874,0.835,0.906,0.746,0.683,0.594,0.232,0.203,0.154,0.067,0.005,0.113,0.01,-0.071,0.039,-0.077,0.052,-0.026,0.007,0.057,0.005,-0.063,-0.076,0.053,0.033,-0.037,0.039,0.022,0.029,-0.102,-0.014,0.041,0.033,0.04,-0.111,0.008,0.022,0.115,-0.043,-0.015,0.002,0.041,-0.017,0.064,0.001,0.113,0.223,0.542,0.997,1.684,2.711,3.597,4.258,4.554,4.397,3.779,3.075,2.299,1.565,0.943,0.451,0.341,0.152,0.061,0.012,0.021,-0.016,-0.045,-0.033,-0.026,-0.026,-0.044,0.068,0.103,0.623,1.902,5.739,15.108,35.408,74.491,140.396,236.679,356.941,481.897,582.127,629.182,615.227,556.538,466.045,361.294,259.275,172.218,105.924,60.295,31.772,15.501,6.928,2.914,1.133,0.363,0.134,0.065,0.004,0.097,-0.117,-0.009,-0.082,0.044,0.119,-0.113,0.006,0.024,-0.012,0.029,-0.088,0.071,0.09,0.148,0.233,0.437,0.547,0.715,0.752,0.662,0.687,0.578,0.465,0.26,0.19,0.14,0.067,0.085,0.103,-0.035,-0.084,0.039,0.069,0.042,0.037,-0.028,-0.032,0.04,-0.041,-0.082,-0.045,0.112,0.087,-0.031,-0.033,0.01,-0.034,0.059,-0.004,-0.049,0.059,-0.026,0.01,-0.001,-0.014,0.015,-0.031,-0.083,-0.099,-0.057,-0.034,-0.001,0.002,0.025,0.005,-0.036,-0.032,-0.095,-0.008,0.022,0.024,-0.005,-0.008,0.042,0.001,0.033,0.026,0.01,0.059,-0.026,-0.016,-0.036,-0.035,0.073,0.087,0.021,0.07,0.139,0.185,0.282,0.253,0.346,0.423,0.454,0.349,0.241,0.193,0.113,0.051,0.119,-0.001,0.014,0.103,0.056,0.016,-0.027,0.019,0.073,0.028,0.057,0.004,0.023,-0.009,0.019,0.059,-0.064,-0.003,0.011,-0.026,-0.014,0.035,0.09,0.028,0.015,-0.07,0.087,0.003,-0.002,-0.05,-0.003,-0.049,0.003,0.021,0.001,0.013,-0.038,0.064,-0.029,-0.082,-0.008,-0.034,-0.045,-0.016,0.013,-0.053,-0.006,0.064,0.031,-0.007,0.006,-0.005,-0.002,0.033,-0.004,-0.108,-0.001,-0.04,0.029,-0.027,0.007,0.098,-0.047,-0.051,-0.064,-0.108,-0.085,0.016,-0.029,-0.084,-0.067,0.028,-0.035,-0.017,0.015,0.061,0.087,0.046,0.006,0.008,0.081,0.064,-0.014,0.021,0.013,0.002,-0.023,-0.06,-0.024,-0.069,0.055,0.024,-0.054,0.063,0.04,-0.086,0.083,0.036,0.093,-0.055,0.024,0.019,0.009,0.008,0.047,-0.067,-0.056,-0.063,-0.025,-0.027,0.017,0.012,0.001,-0.03,-0.02,0.043,0.034,0.005,-0.015,0.07,-0.027,0.029,0.052,-0.012,0.037,-0.05,0.046,0.009,-0.071,0.03,-0.04,0.058,-0.031,-0.007,0.013,-0.015,0.012,-0.025,0.03,0,0.009,-0.124,0.052,0.001,-0.08,0.004,0.021,0.048,-0.049,0.072,-0.002,0.115,0.003,0.043,-0.001,-0.033,0.069,0.063,0.094,0.066,0.004,-0.042,0.006,0.007,0.003,0.069,0.06,0.035,0.058,0.046,0.065,0.091,0.103,0.032,-0.003,0.132,0.075,0.122,0.001,0.063,0.081,0.018,0.062,0.12,0.139,0.164,0.056,0.034,0.123,0.145,0.114,0.049,0.145,0.148,0.14,0.096,0.134,0.158,0.1,0.045,0.145,0.154,0.136,0.178,0.114,0.139,0.131,0.173,0.222,0.141,0.247,0.226,0.196,0.189,0.245,0.159,0.165,0.125,0.196,0.238,0.204,0.202,0.176,0.195,0.126,0.24,0.177,0.148,0.166,0.165,0.243,0.255,0.149,0.254,0.255,0.191,0.153,0.189,0.196,0.243,0.214,0.141,0.246,0.168,0.281,0.188,0.214,0.209,0.226,0.311,0.293,0.285,0.274,0.193,0.242,0.243,0.226,0.295,0.242,0.246,0.233,0.19,0.312,0.347,0.298,0.249,0.173,0.305,0.355,0.316,0.347,0.374,0.361,0.293,0.362,0.352,0.251,0.304,0.261,0.323,0.356,0.284,0.242,0.396,0.357,0.409,0.285,0.395,0.443,0.443,0.346,0.37,0.353,0.407,0.412,0.371,0.309,0.406,0.354,0.406,0.392,0.456,0.436,0.367,0.406,0.472,0.371,0.417,0.454,0.459,0.428,0.348,0.353,0.424,0.432,0.532,0.381,0.474,0.46,0.352,0.393,0.44,0.413,0.431,0.461,0.406,0.466,0.419,0.425,0.477,0.429,0.47,0.532,0.464,0.458,0.501,0.454,0.521,0.417,0.505,0.457,0.447,0.565,0.449,0.569,0.522,0.56,0.454,0.554,0.568,0.5,0.502,0.621,0.52,0.496,0.489,0.54,0.537,0.533,0.605,0.515,0.554,0.601,0.492,0.587,0.625,0.484,0.498,0.503,0.469,0.575,0.474,0.582,0.628,0.492,0.553,0.484,0.608,0.542,0.566,0.582,0.607,0.569,0.588,0.565,0.598,0.542,0.6,0.513,0.58,0.691,0.611,0.553,0.624,0.571,0.543,0.587,0.656,0.642,0.623,0.588,0.584,0.696,0.649,0.597,0.548,0.583,0.759,0.598,0.649,0.664,0.65,0.647,0.601,0.618,0.743,0.636,0.711,0.599,0.665,0.692,0.729,0.634,0.714,0.707,0.659,0.716,0.657,0.664,0.702,0.583,0.703,0.665,0.647,0.696,0.752,0.702,0.779,0.673,0.668,0.8,0.75,0.778,0.7,0.776,0.754,0.774,0.749,0.804,0.723,0.712,0.691,0.812,0.729,0.718,0.725,0.75,0.715,0.762,0.749,0.755,0.739,0.787,0.767,0.795,0.804,0.81,0.699,0.776,0.767,0.84,0.737,0.778,0.799,0.8,0.862,0.8,0.866,0.759,0.746,0.885,0.852,0.857,0.843,0.862,0.788,0.888,0.824,0.894,0.856,0.766,0.8,0.911,0.856,0.847,0.878,0.851,0.848,0.88],"y_unit":"mAU"},"vial_no":1},{"acquired_at":"2026-09-15T09:40:02Z","file_id":"F3","injection_id":"INJ-03","peaks":[{"area":"16.5","area_pct":"0.00","assignment":"blank_peak","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"1.320","exclusion_reason":"Also present in the blank (injection/solvent peak); outside the integration window","height":"2.74","included_in_purity":false,"peak_no":1,"plates":"783","rrt":"0.114","rt_min":"1.120","signal_to_noise":"20","start_min":"1.000","tailing_factor":"1.33","width_half_height_min":"0.094"},{"area":"4.2","area_pct":"0.13","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.140","height":"0.88","included_in_purity":true,"peak_no":2,"plates":"81629","resolution_previous":"55.25","rrt":"0.915","rt_min":"9.004","signal_to_noise":"6","start_min":"8.888","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"21.8","area_pct":"0.69","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.656","height":"4.60","included_in_purity":true,"observed_mass_da":"1361.683","opinion_id":"OP-1","peak_no":3,"plates":"91253","resolution_previous":"4.10","rrt":"0.967","rt_min":"9.520","signal_to_noise":"34","start_min":"9.404","tailing_factor":"1.09","width_half_height_min":"0.074"},{"analyte_id":"A1","area":"3107.9","area_pct":"98.99","assignment":"main","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.988","height":"626.20","included_in_purity":true,"peak_no":4,"plates":"88902","resolution_previous":"2.52","rrt":"1.000","rt_min":"9.844","signal_to_noise":"4639","start_min":"9.724","tailing_factor":"1.10","width_half_height_min":"0.078"},{"area":"3.7","area_pct":"0.12","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"10.349","height":"0.79","included_in_purity":true,"peak_no":5,"plates":"105022","resolution_previous":"2.87","rrt":"1.037","rt_min":"10.213","signal_to_noise":"6","start_min":"10.097","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"1.9","area_pct":"0.06","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"11.087","height":"0.41","included_in_purity":true,"peak_no":6,"plates":"120748","resolution_previous":"5.87","rrt":"1.112","rt_min":"10.951","signal_to_noise":"3","start_min":"10.835","tailing_factor":"1.09","width_half_height_min":"0.074"}],"preparation_no":1,"replicate":2,"role":"sample","sample_name_in_file":"S-260914-9001-V1 prep 1","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"vial_no":1},{"acquired_at":"2026-09-15T09:58:31Z","file_id":"F4","injection_id":"INJ-04","peaks":[{"area":"16.5","area_pct":"0.00","assignment":"blank_peak","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"1.320","exclusion_reason":"Also present in the blank (injection/solvent peak); outside the integration window","height":"2.74","included_in_purity":false,"peak_no":1,"plates":"783","rrt":"0.114","rt_min":"1.120","signal_to_noise":"20","start_min":"1.000","tailing_factor":"1.33","width_half_height_min":"0.094"},{"area":"4.2","area_pct":"0.13","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.140","height":"0.89","included_in_purity":true,"peak_no":2,"plates":"81629","resolution_previous":"55.25","rrt":"0.915","rt_min":"9.004","signal_to_noise":"7","start_min":"8.888","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"22.1","area_pct":"0.68","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.656","height":"4.66","included_in_purity":true,"observed_mass_da":"1361.683","opinion_id":"OP-1","peak_no":3,"plates":"91253","resolution_previous":"4.10","rrt":"0.967","rt_min":"9.520","signal_to_noise":"34","start_min":"9.404","tailing_factor":"1.09","width_half_height_min":"0.074"},{"analyte_id":"A1","area":"3206.5","area_pct":"99.01","assignment":"main","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.986","height":"646.06","included_in_purity":true,"peak_no":4,"plates":"88865","resolution_previous":"2.50","rrt":"1.000","rt_min":"9.842","signal_to_noise":"4786","start_min":"9.722","tailing_factor":"1.10","width_half_height_min":"0.078"},{"area":"3.8","area_pct":"0.12","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"10.349","height":"0.80","included_in_purity":true,"peak_no":5,"plates":"105022","resolution_previous":"2.88","rrt":"1.038","rt_min":"10.213","signal_to_noise":"6","start_min":"10.097","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"2.0","area_pct":"0.06","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"11.087","height":"0.41","included_in_purity":true,"peak_no":6,"plates":"120748","resolution_previous":"5.87","rrt":"1.113","rt_min":"10.951","signal_to_noise":"3","start_min":"10.835","tailing_factor":"1.09","width_half_height_min":"0.074"}],"preparation_no":1,"replicate":1,"role":"sample","sample_name_in_file":"S-260914-9001-V2 prep 1","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"vial_no":2},{"acquired_at":"2026-09-15T10:16:55Z","file_id":"F5","injection_id":"INJ-05","peaks":[{"area":"16.5","area_pct":"0.00","assignment":"blank_peak","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"1.320","exclusion_reason":"Also present in the blank (injection/solvent peak); outside the integration window","height":"2.74","included_in_purity":false,"peak_no":1,"plates":"783","rrt":"0.114","rt_min":"1.120","signal_to_noise":"20","start_min":"1.000","tailing_factor":"1.33","width_half_height_min":"0.094"},{"area":"4.3","area_pct":"0.13","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.140","height":"0.90","included_in_purity":true,"peak_no":2,"plates":"81629","resolution_previous":"55.25","rrt":"0.915","rt_min":"9.004","signal_to_noise":"7","start_min":"8.888","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"22.3","area_pct":"0.69","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.656","height":"4.72","included_in_purity":true,"observed_mass_da":"1361.683","opinion_id":"OP-1","peak_no":3,"plates":"91253","resolution_previous":"4.10","rrt":"0.967","rt_min":"9.520","signal_to_noise":"35","start_min":"9.404","tailing_factor":"1.09","width_half_height_min":"0.074"},{"analyte_id":"A1","area":"3184.1","area_pct":"98.99","assignment":"main","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"9.988","height":"641.55","included_in_purity":true,"peak_no":4,"plates":"88902","resolution_previous":"2.52","rrt":"1.000","rt_min":"9.844","signal_to_noise":"4752","start_min":"9.724","tailing_factor":"1.10","width_half_height_min":"0.078"},{"area":"3.8","area_pct":"0.12","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"10.349","height":"0.81","included_in_purity":true,"peak_no":5,"plates":"105022","resolution_previous":"2.87","rrt":"1.037","rt_min":"10.213","signal_to_noise":"6","start_min":"10.097","tailing_factor":"1.09","width_half_height_min":"0.074"},{"area":"2.0","area_pct":"0.06","assignment":"impurity","baseline_end_y":"0.000","baseline_start_y":"0.000","end_min":"11.087","height":"0.42","included_in_purity":true,"peak_no":6,"plates":"120748","resolution_previous":"5.87","rrt":"1.112","rt_min":"10.951","signal_to_noise":"3","start_min":"10.835","tailing_factor":"1.09","width_half_height_min":"0.074"}],"preparation_no":1,"replicate":2,"role":"sample","sample_name_in_file":"S-260914-9001-V2 prep 1","signal":{"bandwidth_nm":"4","detector":"DAD","label":"DAD A, 214 nm (bw 4), ref off","reference":"off","wavelength_nm":"214"},"vial_no":2}],"instrument_ids":["INS-EX-UHPLC1"],"limits":{"basis":"lowest_calibration_level","loq":"0.05","source_ref":"EX-VAL-003 section 5","unit":"mg/vial"},"method":{"accreditation":"not_accredited","method_id":"EX-M-003","technique":"RP-UHPLC-UV, 214 nm, 5-level external calibration","title":"Peptide content per vial by RP-UHPLC-UV, external standard","validation_report_ref":"EX-VAL-003","validation_status":"validated","version":1},"performed_by_lab":{"kind":"in_house","site_id":"example-site"},"raw_file_ids":["F9","F2","F3","F4","F5"],"reference_standard_ids":["RS-EX-BPC157-01"],"replicates":[{"amount_mg":"10.25","analyte_id":"A1","concentration_unit":"mg/mL","dilution_factor":"10.0","injection_id":"INJ-02","measured_concentration":"0.5125","preparation_no":1,"reconstitution_volume_ml":"2.000","response":"3129.8","vial_no":1,"within_calibration_range":true},{"amount_mg":"10.18","analyte_id":"A1","concentration_unit":"mg/mL","dilution_factor":"10.0","injection_id":"INJ-03","measured_concentration":"0.5090","preparation_no":1,"reconstitution_volume_ml":"2.000","response":"3107.9","vial_no":1,"within_calibration_range":true},{"amount_mg":"10.50","analyte_id":"A1","concentration_unit":"mg/mL","dilution_factor":"10.0","injection_id":"INJ-04","measured_concentration":"0.5251","preparation_no":1,"reconstitution_volume_ml":"2.000","response":"3206.5","vial_no":2,"within_calibration_range":true},{"amount_mg":"10.43","analyte_id":"A1","concentration_unit":"mg/mL","dilution_factor":"10.0","injection_id":"INJ-05","measured_concentration":"0.5214","preparation_no":1,"reconstitution_volume_ml":"2.000","response":"3184.1","vial_no":2,"within_calibration_range":true}],"result_status":"quantified_against_reference_standard","results":[{"analyte_id":"A1","label_claim_mg":"10","mean":{"kind":"measured","uncertainty":{"basis":"validation_intermediate_precision","coverage":"approx_95_percent","k":"2","source_ref":"EX-VAL-003 section 9","type":"absolute","value":"0.41"},"unit":"mg/vial","value":"10.34"},"n_vials":2,"pct_of_label_claim":"103.4","per_vial":[{"n_injections":2,"value":{"kind":"measured","uncertainty":{"basis":"validation_intermediate_precision","coverage":"approx_95_percent","k":"2","source_ref":"EX-VAL-003 section 9","type":"absolute","value":"0.41"},"unit":"mg/vial","value":"10.21"},"vial_no":1},{"n_injections":2,"value":{"kind":"measured","uncertainty":{"basis":"validation_intermediate_precision","coverage":"approx_95_percent","k":"2","source_ref":"EX-VAL-003 section 9","type":"absolute","value":"0.42"},"unit":"mg/vial","value":"10.46"},"vial_no":2}],"rsd_pct":"1.7","sd_mg":"0.18"}],"salt_form_note":"The reference standard content is assigned as free base, so results are mg of BPC-157 free base per vial. Counter-ion (TFA) is reported separately in T5.","specification":{"applied":false},"started_at":"2026-09-15T08:05:00Z","technical_reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"test_id":"T3","type":"net_content","vial_nos":[1,2]},{"analysts":[{"name":"Example analyst B","role":"Analyst","staff_id":"ST-DEMO-B"}],"completed_at":"2026-09-16T12:05:00Z","conclusion":{"verdict":"reported_only"},"controls":{"negative_control":{"passed":true,"result":"< 0.005 EU/mL"},"positive_product_control":{"lower_limit_pct":"50","passed":true,"recovery_pct":"92","spike_eu_ml":"0.50","upper_limit_pct":"200"},"replicate_cv":{"limit_pct":"25","passed":true,"value_pct":"3.5"}},"instrument_ids":["INS-EX-READER1"],"limits":{"basis":"reagent_sensitivity_times_dilution","loq":"0.050","source_ref":"Lowest standard 0.005 EU/mL x dilution 10","unit":"EU/mL"},"mass_basis":{"mg":"10.46","net_content_test_id":"T3","source":"measured_content_same_vial"},"method":{"accreditation":"not_accredited","compendial_refs":["USP <85>"],"method_id":"EX-M-010","technique":"Kinetic chromogenic LAL, 405 nm","title":"Bacterial endotoxins, kinetic chromogenic LAL","validation_report_ref":"EX-VAL-010","validation_status":"verified_compendial","version":1},"notes":["No official endotoxin limit exists for a research peptide without a labelled dose (USP <85> limit = K/M). No limit was requested, so none is applied."],"performed_by_lab":{"kind":"in_house","site_id":"example-site"},"raw_file_ids":["F10"],"reagent":{"cse_lot":"EX-CSE-11","lot":"EX-LAL-2608","manufacturer":"Example reagent maker","product":"Kinetic chromogenic LAL reagent","sensitivity_eu_ml":"0.005","type":"LAL"},"replicates":[{"eu_ml_in_test_solution":{"kind":"measured","unit":"EU/mL","value":"0.0512"},"replicate":1},{"eu_ml_in_test_solution":{"kind":"measured","unit":"EU/mL","value":"0.0487"},"replicate":2}],"results":{"eu_per_mg":{"calculated_from":"EU/vial / measured content of vial 2 (T3)","kind":"measured","uncertainty_not_stated":"derived_from_values_without_uncertainty","unit":"EU/mg","value":"0.096"},"eu_per_ml":{"calculated_from":"mean test-solution result x dilution 10","kind":"measured","uncertainty_not_stated":"not_estimated_for_method","unit":"EU/mL","value":"0.50"},"eu_per_vial":{"calculated_from":"EU/mL x 2.000 mL reconstitution volume","kind":"measured","uncertainty_not_stated":"derived_from_values_without_uncertainty","unit":"EU/vial","value":"1.00"}},"sample_preparation":{"dilution_factor":"10","maximum_valid_dilution":"200","mvd_basis":"MVD for a reference limit of 1 EU/mg at 5 mg/mL and lambda 0.005 EU/mL; the test used 1:10.","reconstitution_fluid":"LAL reagent water","reconstitution_volume_ml":"2.000","vial_no":2},"specification":{"applied":false},"standard_curve":{"correlation_abs_r":"0.9994","intercept":"3.4812","points":[{"conc_eu_ml":"5.0","response":"612"},{"conc_eu_ml":"0.50","response":"1218"},{"conc_eu_ml":"0.050","response":"2391"},{"conc_eu_ml":"0.005","response":"4702"}],"response_unit":"onset_time_s","slope":"-0.2934"},"started_at":"2026-09-16T10:30:00Z","technical_reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"technique":"kinetic_chromogenic","test_id":"T4","type":"endotoxin","vial_nos":[2]},{"analysts":[{"name":"Example analyst B","role":"Analyst","staff_id":"ST-DEMO-B"}],"completed_at":"2026-09-16T15:00:00Z","conclusion":{"verdict":"reported_only"},"deviations":[{"description":"Method EX-M-020 is fit-for-purpose and not fully validated.","impact":"The uncertainty is an estimate from spiked recoveries only.","reason":"Validation not completed in this example"}],"gross_mass_method":"Difference weighing of vial 2 before reconstitution (2026-09-15) and after emptying, rinsing and drying (2026-09-16), 5-place balance INS-EX-BAL1.","gross_powder_mg":"12.41","instrument_ids":["INS-EX-UHPLC1","INS-EX-BAL1"],"ions":[{"ion":"trifluoroacetate","result_pct_w_w":{"kind":"measured","uncertainty":{"basis":"validation_intermediate_precision","coverage":"approx_95_percent","k":"2","source_ref":"EX-VAL-020","type":"absolute","value":"1.2"},"unit":"% w/w","value":"11.8"}},{"ion":"acetate","result_pct_w_w":{"kind":"below_loq","loq":"0.5","unit":"% w/w"}}],"limits":{"basis":"lowest_calibration_level","loq":"0.5","source_ref":"EX-VAL-020","unit":"% w/w"},"method":{"accreditation":"not_accredited","method_id":"EX-M-020","technique":"Ion chromatography, suppressed conductivity","title":"Trifluoroacetate and acetate by ion chromatography","validation_status":"fit_for_purpose","version":1},"performed_by_lab":{"kind":"in_house","site_id":"example-site"},"raw_file_ids":["F11","F13"],"specification":{"applied":false},"started_at":"2026-09-15T07:45:00Z","technical_reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"technique":"ion_chromatography","test_id":"T5","type":"tfa_counterion","vial_nos":[2]},{"analysts":[{"name":"Example analyst B","role":"Analyst","staff_id":"ST-DEMO-B"}],"compendial_ref":"USP <233>","completed_at":"2026-09-17T10:10:00Z","conclusion":{"verdict":"reported_only"},"elements":[{"element":"As","q3d_class":"1","q3d_parenteral_pde_ug_day":"15","result_per_vial":{"kind":"below_loq","loq":"0.020","unit":"µg/vial"},"role":"impurity"},{"element":"Cd","q3d_class":"1","q3d_parenteral_pde_ug_day":"2","result_per_vial":{"kind":"below_loq","loq":"0.010","unit":"µg/vial"},"role":"impurity"},{"element":"Hg","q3d_class":"1","q3d_parenteral_pde_ug_day":"3","result_per_vial":{"kind":"below_loq","loq":"0.020","unit":"µg/vial"},"role":"impurity"},{"element":"Pb","q3d_class":"1","q3d_parenteral_pde_ug_day":"5","result_per_g":{"calculated_from":"µg/vial / gross powder mass 12.41 mg","kind":"measured","unit":"µg/g","value":"2.5"},"result_per_vial":{"kind":"measured","uncertainty":{"basis":"validation_intermediate_precision","coverage":"approx_95_percent","k":"2","source_ref":"EX-VAL-030","type":"absolute","value":"0.008"},"unit":"µg/vial","value":"0.031"},"role":"impurity"}],"instrument_ids":["INS-EX-BAL1"],"method":{"accreditation":"not_accredited","compendial_refs":["USP <233>"],"method_id":"EX-M-030","technique":"ICP-MS after closed-vessel acid digestion","title":"Elemental impurities by ICP-MS","validation_report_ref":"EX-VAL-030","validation_status":"verified_compendial","version":1},"notes":["ICH Q3D parenteral PDEs (µg/day) are shown for context only. They are daily-intake limits for a medicine, not limits for a vial, so no conformity statement is made."],"performed_by_lab":{"accreditation_statement":"Accreditation not stated in this example","kind":"subcontracted","lab_address":"Address not shown in this example","lab_name":"Example subcontract lab","lab_report_id":"EX-SUB-4471","report_file_id":"F15"},"qc":{"calibration_verification_passed":true,"internal_standards":["Sc","Ge","In","Bi"],"method_blank_passed":true,"spike_recoveries":[{"element":"As","lower_pct":"70","passed":true,"recovery_pct":"96","upper_pct":"150"},{"element":"Cd","lower_pct":"70","passed":true,"recovery_pct":"101","upper_pct":"150"},{"element":"Hg","lower_pct":"70","passed":true,"recovery_pct":"88","upper_pct":"150"},{"element":"Pb","lower_pct":"70","passed":true,"recovery_pct":"99","upper_pct":"150"}]},"raw_file_ids":["F12"],"sample_preparation":{"aliquot_ml":"0.500","digestion":"Closed-vessel microwave digestion, HNO3 + HCl","final_volume_ml":"10.0","gross_mass_method":"Difference weighing of vial 2 (see T5).","gross_powder_mg":"12.41","sample_basis":"solution_aliquot"},"specification":{"applied":false},"started_at":"2026-09-16T15:30:00Z","technical_reviewer":{"name":"Example reviewer","role":"Technical reviewer","staff_id":"ST-DEMO-R"},"technique":"icp_ms","test_id":"T6","type":"heavy_metals","vial_nos":[2]}]},"issued_at":"2026-09-25T20:10:00Z","key_id":"hk-demo-1","lab_snapshot":{"accreditation":{"status":"none"},"legal_name":"HK Analytical","policies":{"affiliated_excluded_from_stats":null,"same_process_for_affiliated":null},"register_version":null,"registered_address":null,"testing_site":null},"schema_version":"1","version":1}

